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Abstract

Salmonella enterica subspecies enterica (S. enterica) infection remains a

global problem in a wide range of animals and in man. Poultry-derived food is

a common source of human infection with the non-host-adapted Salmonella

strains while fowl typhoid and pullorum disease are serious diseases in poultry.

Development of novel immune-based control strategies against Salmonella

infection necessitates a better understanding of the host-pathogen interactions

at the cellular level. This study characterizes, in vitro and in vivo, the immune

responses that develop following infection of avian species with typhoid and

non-typhoid Salmonella serotypes. Salmonella serovars Typhimurium,

Enteritidis, Hadar and Infantis showed a greater level of invasion and/or uptake

characters to both chicken macrophages (HD11) and chicken kidney epithelial

cells (CKC), when compared with S. Pullorum or S. Gallinarum. Nitrate and

reactive oxygen species were greater in Salmonella-infected HD11 cells

compared with the non-infected controls. HD11 cells revealed higher mRNA

gene expression for CXCLi2 (IL-8), IL-6 and iNOS genes in response to S.

Enteritidis infection when compared to S. Pullorum-infected cells. S.

Typhimurium- and S. Hadar-infected HD11 showed higher gene expression for

CXCLi2 versus S. Pullorum-infected cells. Higher mRNA gene expression

levels of pro-inflammatory cytokine IL-6, chemokines CXCLi1 (K60) and

CXCLi2 and iNOS genes were detected in S. Typhimurium- and S. Enteritidis-

infected CKC followed by S. Hadar and S. Infantis while no significant

changes were observed in S. Pullorum or S. Gallinarum-infected CKC.

Epithelial cell response and production of pro-inflammatory cytokines and

chemokines were greatly influenced by Salmonella virulence markers,
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including Salmonella pathogenicity island type-1 (SPI-1), SPI-2 and bacterial

flagella. In chicken infections, S. Enteritidis and S. Infantis colonized the caeca

more efficiently than S. Gallinarum and S. Pullorum. High numbers of B-

lymphocytes and macrophages were observed in the caecal tonsils of infected

birds. S. Enteritidis infection in newly hatched birds elicited the expression of

CXCLi1 and CXCLi2 chemokines in the caecal tonsils, while S. Gallinarum

up-regulated the expression of LITAF. In older chickens, S. Enteritidis

infection resulted in a significantly higher expression of CXCLi2, iNOS,

LITAF and IL-10 while S. Pullorum appeared to down-regulate CXCLi1

expression in the caecal tonsils. Data from spleens showed either no expression

or down-regulation of the tested genes. In conclusion, data from the present

study provide further insights on the interaction of Salmonella with poultry,

and while both S. Typhimurium and S. Enteritidis are strong inflammatory

serotypes, S. Pullorum and S. Gallinarum are not.
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1 Introduction

1.1 General introduction

The family Enterobacteriaceae consists of a large number of Gram-negative

aerobic or facultatively anaerobic rods. The family includes a group of

bacterial genera which share antigenic and biochemical similarities. These

genera are Salmonella, Escherichia, Shigella, Citrobcter, Klebsiella, Proteus

and Yersinia. Salmonella is an important genus of the family

Enterobacteriaceae which contains a vast range of serologically

distinguishable serotypes (serovars). Serotypes of genus Salmonella are well-

known for their impact on human and animal health as they are associated with

a wide range of clinical problems, including typhoidal and non-typhoidal

infections.

Infections with Salmonella in poultry usually cause a variety of acute and

chronic diseases. These diseases have been associated with significant

economic losses to poultry producers and have been addressed by the

application of various testing and control programmes (Gast, 2003). Infected

poultry flocks are considered as the most important reservoir of Salmonellae

which can be transmitted to human, perhaps as a result of the high prevalence

of Salmonella infections in poultry (Gast, 1997). While recent reports have

shown a decline in the prevalence of Salmonella in UK layer flock holdings,

recent outbreaks in the UK have been linked to imported eggs (FSA, 2006).

Poultry meat and eggs contaminated with Salmonella remain among the

leading causes of human food-borne infections (Rabsch et al., 2001). Human

food-borne gastroenteritis remains a critical issue that receives more attention
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by the regulatory authorities to prevent or minimize the risk of transmission of

Salmonella from poultry and poultry products.

1.2 Taxonomy

The classification of Salmonella is a complex subject which has passed through

several different stages of refinement. The genus Salmonella contains a large

number of serotypes and nomenclature is mainly based on the somatic (O) and

flagellar (H) antigens according to Kaufmann and White scheme (Quinn et al.,

2002, Heyndrickx et al., 2005). It is thought that Salmonella and E. coli might

have originally diverged from a common ancestor 120-160 million years ago

(Ochman and Wilson, 1987). Genus Salmonella can be classified into two main

species; Salmonella enterica and Salmonella bongori (Crosa et al., 1973),

although a new species, Salmonella subterranea, has recently been identified

and defined according to the morphological, biochemical and genetic

similarities (Shelobolina et al., 2004, Su and Chiu, 2007). Salmonella bongori

is mainly associated with diseases of cold blooded animals and was classified

as a member of Salmonella enterica before its definition as a separate species

(Reeves et al., 1989). Salmonella pathogenicity island (SPI) type 1 (SPI-1)

occurs in both Salmonella enterica and Salmonella bongori while SPI-2 is only

present in Salmonella enterica. It is highly suggested that the presence of both

SPI in Salmonella enterica would enable these bacteria to penetrate epithelial

cells, survive within macrophages and cause systemic infections in mammals

while Salmonella bongori is commonly isolated from non mammalian hosts,

including frogs (Ochman and Groisman, 1996). Based on DNA sequence

analysis, Salmonella enterica is now subdivided into six subspecies:

Salmonella enterica subspecies enterica (S. enterica), salamae, arizonae,
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diarizonae, houtenae and indica (Brenner et al., 2000, Heyndrickx et al., 2005).

Genus Salmonella contains more than 2400 serotypes which contribute to most

cases of infection in human and animal hosts (Old, 1990, Su and Chiu, 2007).

1.3 Salmonella serotypes

The genus Salmonella contains a large number of serotypes, with more than

2400 known serovars (Brenner et al., 2000, Su and Chiu, 2007). The antigenic

formula of these serovars are listed in the Kauffmann-White Scheme and

maintained and annually updated by World Health Organization (WHO)

Collaborating Centre for Reference and Research on Salmonella (Brenner et

al., 2000, Popoff et al., 2000).

1.4 Zoonotic infections

Human food-borne zoonosis is a global public health problem. Farm animals

are considered as an important source of human food-borne gastroenteritis,

including poultry, as exemplified by Salmonella and Campylobacter (C)

(Thorns, 2000, Esteban et al., 2008), and pigs as Salmonella enterica

subspecies enterica serovar Typhimurium (S. Typhimurium) infection in pigs

is an important public health burden (Boyen et al., 2008a, Boyen et al., 2009).

Non-typhoidal Salmonella infections, mainly resulting from S. Enteritidis and

S. Typhimurium, are commonly the result of the consumption of poultry-

derived food, mainly meat, eggs and egg products (Burr et al., 2005, Schroeder

et al., 2005, Zaidi et al., 2006, Much et al., 2007, Stephens et al., 2007). At the

processing plants, potential risk of contamination of chicken carcasses with

faecal material is very common especially during the process of evisceration

(Wilson et al., 1996, Humphrey, 2000). Disease in man occurs in two main
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forms; typhoid fever, a systemic disease caused by S. Typhi, or gastroenteritis

which is caused by a range of S. enterica serovars.

Salmonella-associated human infections remain an important health problem

and an economic burden world-wide. Transmission usually occurs after the

consumption of contaminated materials, including meat, eggs and milk (Much

et al., 2007). Around 30,000 human cases were reported in 1990 in the UK,

with S. Typhimurium and S. Enteritidis being the most frequently isolated

serotypes which were responsible for around 80% of infections in England and

Wales (Humphrey, 2000). In England and Wales, an estimate of 102,227 of

non-typhoidal Salmonella food-borne cases were also reported in 1995, with

3,412 hospital admissions and 268 deaths (Adak et al., 2002). Approximately

13,000 cases were reported in Great Britain due to Salmonella infections in

2007 (Fraser et al., 2009). Furthermore, a total of 9,079 human Salmonella

isolates were also detected in England and Wales in 2009, where S. Enteritidis

and S. Typhimurium were the most frequently isolated serovars

(http://www.hpa.org.uk/Topics/ InfectiousDiseases/InfectionsAZ/Salmonella).

Historically, S. Typhimurium was the most frequently isolated serovar until

the 1980s when S. Enteritidis was emerged as a serious food-borne pathogen

(Cogan and Humphrey, 2003). S. Enteritidis phage type 4 (PT4) is the

commonly isolated egg-borne Salmonella PT across the UK and Europe

(Fisher, 2004, Gillespie et al., 2005). Infections with these serotypes have been

gradually controlled through introduction of hygienic and management

measures and vaccination across Europe, resulting in a significant decrease in
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the rate of Salmonella contamination in the UK-produced eggs, and relative

increase in importance of other serovars such as S. Infantis, which has always

been historically important in Eastern Europe (Zhang-Barber et al., 1999,

EFSA, 2004a, Elson et al., 2005). Indeed, recent reports have shown increased

levels of Salmonella infection and egg contamination in some EU countries,

compared to the UK (Elson et al., 2005, FSA, 2006, Little et al., 2006).

Moreover, a number of investigations and epidemiological studies have been

carried out to study the source and pattern of egg contamination in the UK and

has been linked to the introduction of eggs from outside the UK, such as Spain

(FSA, 2006, Little et al., 2006, Little et al., 2007). Other Salmonella serotypes

such as S. Hadar and S. Infantis can also be transmitted to human and are

capable of causing food poisoning and, indeed, human cases have been

recorded after the consumption of poultry meat contaminated with these

serovars (Mochizuki et al., 1992, Wilkins et al., 2002).

Around 2,138 cases of human gastroenteritis were reported in Spain

following ingestion of undercooked chickens, where S. Hadar was isolated and

identified (Lenglet, 2005). In 2006, a European surveillance study conducted

by the European Union (EU) on commercial laying flocks showed that more

than 30% of the tested layer flocks (5,310) were positive for Salmonella, with

S. Enteritidis as the frequently isolated serovar (EFSA, 2007b). A total of

165,023 of human cases were reported in the EU in 2006, with 62.5% and

12.9% of the cases were due to S. Enteritidis and S. Typhimurium, respectively

(EFSA, 2007a). Also, S. enterica is one of the leading causes of food-borne

infections, with 151,995 human cases and 4.3% prevalence in examined laying
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flocks in the EU in 2007 (Westrell et al., 2009). In Europe, the highest numbers

of cases of travel-associated salmonellosis were reported in Bulgaria followed

by Turkey and Malta, where S. Enteritidis was the most commonly isolated

Salmonella strain (de Jong and Ekdahl, 2006). The total costs resulting from

food-borne Salmonella infections of humans in the United States were

estimated at up to 3.5 billion dollars for 1993 (Gast, 1997). About 80% (298

out of 371) of S. Enteritidis outbreaks recorded in the United States between

1985 and 1999 were egg associated (Patrick et al., 2004). Moreover, it is also

estimated that 1.4 million non-typhoidal Salmonella infections with 400 deaths

occurs yearly in USA (Voetsch et al., 2004).

1.5 Epidemiology

Salmonella is an intracellular bacterial pathogen capable of infecting a wide

diversity of hosts, causing different forms of disease syndromes, including

gastroenteritis, enteric fever, bacteraemia and asymptomatic carriage

(Goldberg and Rubin, 1988). Many hosts are susceptible and including cold

and warm blooded animals, insects, reptiles, rodents, poultry species and

mammals, including man (Murray, 1998).

Clinical outcomes vary from septicaemia to acute and chronic enteritis. Table

1.1 shows Salmonella serotypes of clinical importance and the consequences of

infections in different hosts (adapted from Quinn et al., 2002). In some cases,

abortion may occur in pregnant animals. The development of asymptomatic

carriers is also seen in different host species. Septicaemia is the common

syndrome in young animals, such as lambs, calves, foals and piglets, with high

mortality which may reach 100%, mainly due to the immaturity of the immune
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system of young animals, as also in newly hatched chicks. While acute enteritis

is frequently seen in adult cattle, sheep and horses, chronic enteritis is

commonly seen in growing pigs but rarely in cattle (Kahn, 2005). The clinical

manifestations depend upon the number of micro-organisms being ingested,

virulence of infected serotypes and the susceptibility and the immune status of

the infected host. Infection in cattle and sheep is commonly endemic on a

certain farm with sporadic outbreaks. Septicaemic salmonellosis is common in

foals while rare in pigs. Adult horses, dogs and cats also develop the

asymptomatic carrier form of infection. In equines, most cases develop after

exposure to stressful conditions such as surgery or transport (Kahn, 2005).
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Table 1.1: Salmonella infections in different hosts

Serotype Hosts Consequences of infection

Salmonella

Typhimurium

Many animals

Humans

Poultry

Mice

Enteritis

Food poisoning

Asymptomatic carriage

Systemic (typhoid) infection

Salmonella Dublin
Cattle, sheep,

horses, dogs

Systemic infection

Enterocolitis and septicaemia

Salmonella Choleraesuis Pigs Enterocolitis and septicaemia

Salmonella Pullorum Chicks
Pullorum disease, systemic infection

(bacillary white diarrhoea)

Salmonella Gallinarum Adult birds Fowl typhoid (systemic infection)

Salmonella arizonae Turkeys Enterocolitis

Salmonella Enteritidis

Poultry

Many other species

Human

Often asymptomatic carriage

Clinical disease in mammals

Food poisoning

Salmonella Brandenburg Sheep Abortion

S. Hadar and S. Infantis
Many hosts

Poultry

Gastroenteritis in human

Asymptomatic carriage
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Infection of farm animals with Salmonella usually occurs after ingestion of

contaminated feed, with faecal shedding into the environment (Daniels et al.,

2003, Davies et al., 2004). Contaminated faeces of rodents and free living birds

are potential sources of infection (Daniels et al., 2003). The severity of

infection may be increased by the presence of stress factors such as

transportation, overcrowding and improper nutrition (Hollinger, 2000).

Moulting in poultry, for instance, has been found to be associated with severe

forms of S. Enteritidis infection (Seo et al., 2001). Prevalence of Salmonella

infection in poultry is also influenced by other risk factors, including the

housing system, cleaning procedure and type of diet (De Vylder et al., 2009,

Teirlynck et al., 2009, Van Hoorebeke et al., 2009, Van Hoorebeke et al.,

2010a, Van Hoorebeke et al., 2010b). Introduction of newly purchased cattle

has been associated with increased incidence of S. Typhimurium infection

(Hollinger, 2000). The latter finding has been correlated with the replacement

of culled animals with those from high risk sources, in which large herds are

more susceptible to Salmonella infection than small herds. In a survey study of

Salmonella infection conducted on 454 UK commercial laying farms, high

prevalence was associated with S. Enteritidis (11.7 %) followed by S.

Typhimurium (1.8 %), where S. Infantis was also isolated but not S. Hadar

(Snow et al., 2007). The above mentioned predisposing factors should be

seriously considered as potential sources of infection to livestock.

From the point of infection biology, serotypes of S. enterica can be divided

into two main classes (reviewed by Barrow, 2007). A small number of serovars

produce typhoid-like infection in a restricted number of host species. These
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pathogens include S. Typhi in man, S. Dublin in cattle, S. Choleraesuis in pigs

and S. Gallinarum and S. Pullorum in poultry. These serovars are transmitted

via the faecal-oral route but colonise the gut poorly in the absence of clinical

disease and invade with bacterial multiplication in the spleen, liver and other

organs. They only re-enter the gut in the later stages of disease and, therefore,

rarely enter the human food chain (Uzzau et al., 2000, Barrow, 2007). The

second class contains the vast majority of the remaining serovars. These rarely

produce systemic disease in normal healthy, adult animals but colonise the gut

without disease and are thus able to enter the human food chain producing food

poisoning. They include S. Enteritidis, S. Typhimurium, S. Infantis, S.

Montevideo and many others. Consumption of poultry meat or eggs

contaminated with these organisms has been correlated with multiple cases of

human infections (Burr et al., 2005, McPherson et al., 2006, Noda et al., 2010).

1.6 Salmonella infections in poultry

Salmonella species are responsible for a variety of acute and chronic diseases

in poultry. Avian salmonellosis can develop as a result of infection with

poultry-specific serovars, S. Gallinarum and S. Pullorum, causing systemic

illness in birds as well as other Salmonella serotypes, including S.

Typhimurium and S. Enteritidis and many others, which contribute to

paratyphoid infections (Gast, 2003). Salmonella serotypes which are specific

for poultry are usually avirulent in human while serovars of broad host range

are usually commensal in adult poultry. Avian salmonellosis is well-described

and documented in many published textbooks, including poultry diseases

(Lister and Barrow, 2008), diseases of poultry (Shivaprasad and Barrow, 2008)

and Salmonella in domestic animals (Humphrey, 2000), and can be classified



Chapter 1 Introduction

11

into three main groups; (i) fowl typhoid and pullorum disease, (ii) paratyphoid

infections and (iii) arizonosis. Here is an overview of the disease conditions

associated with Salmonella infection in poultry.

1.6.1 Fowl typhoid and pullorum disease

Fowl typhoid and pullorum disease are severe systemic diseases caused by

infections with two non-motile Salmonella serotypes, S. Pullorum and S.

Gallinarum, respectively. These diseases are typically seen in chickens and

turkeys causing severe clinical signs and considerable economic losses. Other

birds such as quails, pheasants, ducks and peacocks are also susceptible to

infection. Both diseases could be seen in birds in all ages. However, fowl

typhoid frequently affects adult and growing birds while pullorum disease is

commonly observed in young birds (Lister and Barrow, 2008, Shivaprasad and

Barrow, 2008). Fowl typhoid and pullorum disease have been largely

eradicated in the Western countries and USA. However, evidence of the re-

current infection with these serotypes is beginning to occur since the

appearance of fowl typhoid in cage layers and free range birds (Cobb et al.,

2005, Parmar and Davies, 2007). Fowl typhoid is still a major disease in the

developing countries (Shivaprasad, 2000).

Fowl typhoid and pullorum disease are transmitted by vertical (transovarian)

or horizontal (lateral) spread, through the faecal-oral route. Vertical

transmission is an important mode of infection for both S. Gallinarum and S.

Pullorum. However, little is known about the relative contribution of

transovarian transmission for S. Gallinarum infection as the outcomes of

experimental infection with S. Gallinarum depend primarily on the genetic



Chapter 1 Introduction

12

background of the infected birds (Lister and Barrow, 2008, Shivaprasad and

Barrow, 2008).

Fowl typhoid is an acute or chronic systemic disease affecting mature birds.

Clinical signs include high mortality, lack of appetite, decreased egg

production and reduced fertility and hatchability. Post-mortem lesions include

inflammation of reproductive organs (salpingitis and orchitis),

hepatosplenomegaly, peritonitis and perihepatitis. Experimental infection of

chickens with S. Gallinarum can result in a mortality rate of more than 60%

(Jones et al., 2001). Pullorum disease is a septicaemic disease of chicks and

turkey poults. The disease is characterized clinically by increased morbidity

and mortality, depressed appetite or anorexia, white viscous droppings

(diarrhoea) and dehydration. Macroscopic and microscopic lesions demonstrate

the involvement of systemic organs and include hepatitis, splenitis, typhlitis,

myocarditis, ventriculitis, pneumonia, peritonitis and omphalitis and

unabsorbed yolk sac. Synovitis and ophthalmitis have been also observed in the

sub-acute form of the disease (Shivaprasad, 2000, Lister and Barrow, 2008,

Shivaprasad and Barrow, 2008).

1.6.2 Paratyphoid infections

Infections with the abundant number of motile and non-host-specific

Salmonella serotypes are collectively referred to paratyphoid infections.

Paratyphoid Salmonellae comprise more than 2400 serotypes but few of them

are extremely important from both economic and public health perspectives

(Barrow, 2000, Gast, 2003). The most important human food-borne Salmonella

serovars are S. Enteritidis and S. Typhimurium (Gast, 2008).
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Paratyphoid infections can be acquired following either vertical transmission

from the infected breeder flocks to the progeny or horizontal transmission

between the flocks (Gast, 2008, De Vylder et al., 2011). Egg transmission of

paratyphoid Salmonellae, particularly with S. Enteritidis, and consequent

contamination of the internal egg contents are important aspects of the

epidemiology of S. Enteritidis in chickens (De Buck et al., 2004b). Two

possible mechanisms are common for egg contamination with paratyphoid

Salmonellae (Gantois et al., 2009a). Infection of eggs can occur following the

penetration of egg shells by paratyphoid Salmonellae from the infected gut or

the contaminated faeces during or after the egg laying (oviposition). The

second possible way is by direct contamination of the egg contents or egg

shells by paratyphoid Salmonellae from infected reproductive organs before

oviposition.

With the exception of very young chicks that often develop the acute

systemic form of the disease, infections with paratyphoid Salmonellae usually

result in asymptomatic carriage, with intestinal and internal organs

colonization, and potential contamination of the finished carcasses, and

consequently Salmonellae enter the human food chain. Indeed, S.

Typhimurium infection of 1-day old chicks results in a severe systemic

infection with a high rate of mortality (Barrow et al., 1987a) while infection

with S. Typhimurium or S. Enteritidis in older chicks results in asymptomatic

caecal colonization, with persistent shedding of the organisms in faeces

(Barrow et al., 1987b, Humphrey et al., 1989). Clinical signs are uncommon in
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growing and mature birds over four weeks of age. Clinical manifestations are

often observed in young birds as chicks, poults and ducklings. These include

mortality, depression, anorexia, diarrhoea with pasting of the feather around

the vent. Macroscopic lesions vary from complete absence of visible gross

lesions to a septicaemic picture with congestion of the internal organs,

including liver, spleen, lungs and kidneys. Unabsorbed yolk sac, typhlitis,

pericarditis and perihepatitis are commonly observed (Lister and Barrow,

2008).

1.6.3 Arizonosis

Avian arizonosis is an acute septicaemic disease of young turkey poults caused

by S. arizonae. Transmission occurs by both lateral and vertical spread.

Clinical signs include depression, depressed appetite, diarrhoea and pasting of

the vent feathers, in addition to nervous signs and the eye abnormalities. Gross

lesions include peritonitis, omphalitis, airsaculitis, hepatitis, typhlitis and eye

lesions (Shivaprasad and Barrow, 2008).

1.7 Pathogenesis and virulence factors

Pathogenesis and immune responses surrounding Salmonella-associated

infections depend on the infecting Salmonella serotype, virulence of the

infected serovar and infected hosts, including breed, genetics and immune

responses. Most of our knowledge about the pathogenesis and immune

responses surrounding Salmonella-associated infections are derived from

experimental infection of mice, mainly with S. Typhimurium. Infection in mice

is usually systemic and the severity of infection in mice depends on the

virulence of the infecting serotype, route of infection and genetic makeup of
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infected mice (Hormaeche, 1979a, Hormaeche, 1979b, Khan et al., 2001). The

different stages developed during the course of Salmonella infection will be

discussed, including those gained from work with the mouse model with the

information available in poultry where appropriate.

1.7.1 Attachment and colonization

Infection with Salmonella is acquired by oral ingestion of contaminated food or

water, via the faecal oral route. Following ingestion of contaminated material

in mammals, a proportion of the bacterial inoculum survives the gastric acidic

environment and then reaches the intestinal tract where infection can be

established. Prior to invasion, efficient adhesion to the epithelial layer is

required, which is mediated by adhesions, including fimbriae (Baumler et al.,

1997, Bishop et al., 2008). Whole-genome sequencing has identified 13

fimbrial loci to be encoded by S. Typhimurium (McClelland et al., 2001).

Fimbrial operons fim, pef, lpf, agf (csg), bcf, stb, stc, std and sth have been

found to be required for virulence in mice (van der Velden et al., 1998,

Weening et al., 2005). It is suggested that fimbriae might allow Salmonella to

achieve a very close contact with the host epithelial cells and, hence, the

involvement of other contributing factors that help in the recruitment of

polymorph nuclear cells (PMNs) to the site of infection (Darwin and Miller,

1999).

In poultry, infecting Salmonella pass through the crop, proventriculus and

gizzard to the intestinal tract. The main site of Salmonella adherence and

colonization are the blind caeca, although systemic serovars, S. Gallinarum and

S. Pullorum, seem not to colonize the caeca in sufficient numbers (poor
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colonizers). While 13 fimbrial loci are predicted to be encoded by the S.

Enteritidis genome, 12 fimbrial operons are predicted for S. Gallinarum

genome, with 8 subunits as pseudogenes (Clayton et al., 2008, Thomson et al.,

2008). S. Enteritidis mutants lacking fimbrial operon sefA, agfA or fimA

colonized the chicken caeca and were excreted in the faeces as the same as the

wild-type strain (Thorns et al., 1996, Rajashekara et al., 2000). Studies have

also shown that S. Enteritidis mutant lacking fimbrial operons fimD, lpfC, pefC,

agfA and sefA colonized the caeca of orally-infected one or five-day-old chicks

at the same level as the wild-type strain and was similarly invasive and

adherent to chicken gut explants (Allen-Vercoe and Woodward, 1999a, Allen-

Vercoe and Woodward, 1999b, Allen-Vercoe et al., 1999). With the exception

of pegA fimbrial operon, most of the S. Enteritidis fimbrial loci are not

essential for colonization of the avian gut (Clayton et al., 2008).

Infection of newly hatched chicks with S. Enteritidis may result in persistent

infection with faecal shedding which may persist till the onset of lay (Van

Immerseel et al., 2004b). Several genes, particularly regulatory genes

(including rfaY, dksA, clpB, hupA and sipC) and those required for

lipopolysaccharide (LPS) synthesis (including O-antigen ligase, waaL) have

been identified and correlated with colonization of S. Typhimurium and S.

Enteritidis of chicken gut (Turner et al., 1998, Carroll et al., 2004). As already

mentioned, S. Enteritidis is also colonizing the reproductive tract of laying hens

and the organism has been isolated from the oviduct epithelial cells after both

in vivo and in vitro infections (Hoop and Pospischil, 1993, De Buck et al.,

2004a), leading to egg contamination, which is a public health hazard (Gantois
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et al., 2008b). Studies have shown that several genes are expressed in the

reproductive tract of chickens infected with S. Enteritidis, including genes

required for metabolic pathways, motility, cell membrane and cell wall

structure and integrity and stress responses, the rfbH gene, involved in LPS

synthesis, and important for survival in the egg white and resistance to egg

antimicrobial components (Gantois et al., 2008a, Gantois et al., 2009b).

1.7.2 Salmonella invasion

Salmonellae are invasive bacteria and harbour multiple systems for interacting

with and penetrating the mucosal epithelium for systemic invasion. Indeed, a

number of virulence-associated genetic regions, termed Salmonella

pathogenicity islands (SPI), have been identified. The most two important SPI

are SPI-1 and SPI-2 which encode the type three secretion systems, TTSS-1

and TTSS-2, respectively. These two SPI encode structural proteins that form

needle-like complexes allowing the insertion of the bacterial proteins into the

host cells that modulate the cellular functions and immune pathways (Galan,

2001). It is widely accepted that SPI-1 plays an important role in the invasion

of Salmonella into epithelial cells (intestinal phase of infection) while SPI-2

mediates the survival and persistence in the infected host (monocytic) cells

(systemic phase), including macrophages (Jones et al., 2001, Vazquez-Torres

and Fang, 2001b, Chakravortty et al., 2002, Wigley et al., 2002b). To infect

systemic organs, it is thought that Salmonella can invade the intestinal

lymphoid tissues, as observed with S. Typhimurium infection in mice (Chen et

al., 2009, Dan et al., 2007). In mammals, there is evidence that Salmonella can

invade the specialized epithelial cells, microfold (M) cells, that are present on

the epithelial lining of the gut-associated lymphoid tissues, such as the Peyer’s



Chapter 1 Introduction

18

patches, which sample and transport the luminal antigens into the subepithelial

lymphoid tissues (Clark et al., 1994, Pascopella et al., 1995, Frost et al., 1997).

Other mechanisms of Salmonella systemic transport may involve uptake by

CD18+ phagocytic cells of the epithelial lining into the subepithelail zone

(Vazquez-Torres et al., 1999) and the ability of Salmonella to induce disruption

of the intestinal tight junctions (Hapfelmeier et al., 2005). Intestinal infection

with Salmonella induces enteritis through the activity of bacterial effector

proteins encoded by SPI-1 and recognition of microbial components, such as

flagella and LPS, which mediate a pro-inflammatory cytokine response and

neutrophil influx (Eckmann and Kagnoff, 2001, Gewirtz et al., 2001).

In poultry, the molecular basis underlying Salmonella invasion and

pathogenesis is not well-defined. However, it is suggested that systemic S.

Gallinarum also displays tropism to lymphoid tissues, such as Peyer’s patches

and caecal tonsils, and can cross the gut during the early stages of fowl typhoid

and enter systemic sites via enterocytes and the intestinal lymphoid tissues

(Lowry et al., 1999, Barrow et al., 2000). Infection with S. Typhimurium in

birds, as in mammals, induces intestinal inflammation with recruitment of

heterophils (the avian equivalent of mammalian neutrophils), while S.

Pullorum infection results in little intestinal inflammation and heterophil influx

(Henderson et al., 1999). It is more likely that absence of strong heterophil

influx in typhoid infection facilitates systemic spread to the internal organs

(Kaiser et al., 2000).
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1.7.3 TTSS and Salmonella-induced enteritis

Salmonella-encoded TTSS mediate enteropathogenic responses. It has been

shown that TTSS-1-secreted proteins sops (SopA, SopB and SopD) are

essential for induction of inflammation, influx of PMNs, fluid secretion and

enteritis following infection of bovine ligated ileal loops with S. Dublin

(Galyov et al., 1997, Jones et al., 1998, Wood et al., 2000). It has been reported

that TTSS-1-secterted proteins (SipA, SopA, SopB, SopD and SopE2) play an

important role in induction of intestinal pathology and production of CXC

chemokines following infection of bovine ligated loops with S. Typhimurium

(Zhang et al., 2003). Studies have also shown that SPI-1-encoded TTSS (hilA,

sipA and sipB) are important for intestinal colonization and migration of

neutophils in pigs infected with S. Typhimurium (Boyen et al., 2006b) and are

required for invasion and early cytotoxicity of porcine pulmonary alveolar

macrophages (PAM) (Boyen et al., 2006a).

1.7.4 Persistance of Salmonella infection

An over arching feature of Salmonella is its capability to survive and persist

inside infected host cells, including macrophages (Richter-Dahlfors et al.,

1997, Gorvel and Meresse, 2001, Okamura et al., 2005). It has been shown that

Salmonella mutants that are impaired in their ability to survive within

macrophages are avirulent in mice (Fields et al., 1986). In fact, the interaction

of Salmonella with macrophages is central to the progression of systemic

infection in both birds and mammals (Barrow et al., 1994). To infect

systemically, it is suggested that Salmonella is carried within phagocytes, such

as macrophages and denderitic cells (DCs), to the systemic organs, spleen and

liver.
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The survival of Salmonella inside infected cells, including macrophages and

DCs, is mediated through a number of mechanisms, and involving the

contribution of SPI-2-encoded proteins, that inhibit the normal maturation of

phagosome to form an inhibitory Salmonella containing vacuole (SCV) and,

therefore, allows bacterial survival, persistence and even replication (Hensel,

2000, Galan, 2001, Salcedo et al., 2001, Cheminay et al., 2005). Recent

evidence has also indicated a role for TTSS-1 effector protein sopB in

intracellular survival and replication of S. Typhimurium (Rodriguez-Escudero

et al., 2011). SopB mutants were defective in binding to Cdc42 with reduced

localization to SCV. Indeed, Salmonella can interfere with phago-lysomal

fusion and delay vacuole acidification (Ishibashi and Arai, 1990, Buchmeier

and Heffron, 1991). In the intracellular environment, SCV has the ability to

divide into SCVs along with reduction in the number of intracellular acidic

lysosomes, which promote the survival and replication of Salmonella inside

infected host cells (Eswarappa et al., 2010).

Failure of Salmonella to survive within the macrophages, leading to full

attenuation of systemic infection in chickens, has been linked to absence of a

functional SPI-2 system in S. Typhimurium, S. Pullorum, and S. Gallinarum

(Jones et al., 2001, Wigley et al., 2002b, Jones et al., 2007). These data show

how important the survival within the macrophages is for the establishment of

systemic infection in poultry. Studies with genetically Salmonella resistant and

susceptible chickens have shown the involvement of macrophages in the innate

resistance to salmonellosis (Wigley et al., 2002a, Wigley et al., 2006). It has
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been shown that macrophages from resistant chicken lines clear Salmonella

more effectively than those from susceptible lines, through oxidative burst-

mediated killing and production of pro-inflammatory cytokines and

chemokines, including IL-18 (Wigley et al., 2006). The interaction of S.

Pullorum with macrophages is central for persistence and development of the

carrier state in chickens. S. Pullorum persists in splenic and hepatic

macrophages for over 40 weeks following experimental infection of one-week-

old laying hens (Wigley et al., 2001). After the initial immune response to

infection, a few viable Salmonella survive within the systemic organs, liver and

spleen, of birds that survive the acute infection (Wigley et al., 2001, Wigley et

al., 2005). At the onset of lay (egg production), the high levels of the female

sex hormone appear to inhibit the capacity to respond to infection (low immune

responsiveness) and, therefore, a recrudescence of systemic infection and

spread to the reproductive tract occurs, leading to the shedding of S. Pullorum

in the laid eggs and infection of the progeny (Wigley et al., 2005). The spread

of infection into the reproductive organs at the onset of lay is likely to be as a

result of a generalized loss of proliferative T-cells (Wigley et al., 2005).

1.8 Avian immune system

Before reviewing the immune mechanisms underlying Salmonella infections, it

is important to briefly consider the structure of the avian immune system. From

the immunological point of view, the chicken, Gallus gallus domesticus, is the

best-studied avian species, certainly because of its economic importance and

the availability of inbred lines. Birds have evolved unique lymphoid tissues and

organs to interact with the various microbial pathogens. These tissues are

developed from epithelial or mesenchymal embryonic origins (anlages) which
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are infiltrated by haematopoietic stem cells. The avian immune system consists

primarily of the thymus, bursa of Fabricius, spleen, mucosa-associated

lymphoid tissues (MALT), bone marrow and blood (reviewed by Olah and

Vervelde, 2008).

The thymus and the cloacal bursa are considered the central (primary)

lymphoid organs which are the sites of development and presence of

immunologically competent T and B lymphocytes, respectively. From these

tissues, immunologically mature cells enter the circulation and colonize the

peripheral (secondary) lymphoid tissue, such as spleen and other body

distributed lymphoid tissues. Figure 1.1 shows a schematic representation of

the avian internal organs and the distribution of avian lymphoid organs.
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Figure 1.1: Schematic representation of the avian internal organs and distribution of

avian immune (lymphoid) tissues.
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1.8.1 Primary lymphoid organs

The primary lymphoid organs comprise the thymus and the bursa of Fabricius.

The thymus comprises 7-8 separate lobes located on either side of the neck.

Microscopically, each thymic lobe is further divided by connective tissue

septae into lobules, each lobule consisting of a cortex and medulla (Kendall,

1991). The bursa of Fabricius, a hollow oval chestnut-like sac located dorsally

to the cloaca, is the site for B-cell lymphopoiesis, lymphocyte maturation and

development of the antibody repertoire. The bursa contains a number of

longitudinal (about 15-20) bursal folds, each fold consisting of surface

epithelium, bursal follicle (formed of cortex and medulla), in addition to the

blood and lymph vessels (Olah and Vervelde, 2008). The bursal follicles

contain heterogenous cells populations, including lymphocytes (about 98% are

B cells), macrophages, epithelial cells and sectretory dendritic cells (Olah and

Glick, 1978a, Olah and Glick, 1978b, Olah and Glick, 1992, Olah and

Vervelde, 2008). These avian primary immune organs undergo age-related

changes in the form of physiological regression (involution) after they reach

their maximum size and development, around 3-6 months of age for the

thymus and 20-26 weeks of age for the bursa (Ciriaco et al., 2003).

1.8.2 Secondary lymphoid organs

The secondary lymphoid organs comprise the spleen and MALT, including the

eye-associated lymphoid tissue (Harderian gland and conjunctival-associated

lymphoid tissues), respiratory-associated lymphoid tissues, gut-associated

lymphoid tissues (GALT), and genital-, skin- and pineal-associated lymphoid

tissues. The chicken spleen is a round or oval organ situated adjacent to the

proventriculus. Many cell types can be recognized in the spleen red pulp, such
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as T cells, plasma cells, macrophages and heterophils (Olah and Vervelde,

2008). Chickens have lymphoid aggregations scattered among the mucosal

surfaces, including the intestinal and the respiratory tracts, which are the

principle targets for various pathogens. The development of these lymphoid

tissues occurs during the embryonic and the post-hatch periods, and

independent of antigen stimulation, though further development or structural

maturation of these tissues is influenced by the intestinal microflora, antigen-

driven (Hegde et al., 1982).

1.8.2.1 Gut-associated lymphoid tissues

The GALT consist primarily of oesophageal tonsils, pyloric tonsils, Peyer’s

patches, Meckel’s diverticulum and caecal tonsils. The GALT also include the

lymphocyte clusters and follicles distributed among the intra-epithelium and

lamina propria of the gastrointestinal tract, such as the pharynx, the cervical

and thoracic parts of the oesophagus, the proventriculus, caecum, rectum and

proctodeum (Kitagawa et al., 1998, Casteleyn et al., 2010). The oesophageal

and pyloric tonsils of the chicken were identified in 2003 and 2007,

respectively (Olah et al., 2003, Nagy and Olah, 2007). The 6-8 oesophageal

tonsils are located at the junction of the oesophagus and the proventriculus.

The pyloric tonsil of the chicken is situated at the pyloric region at the

beginning of the duodenum forming a complete ring of lymphoid tissues. Both

types of lymphocytes (B and T cells) are recognized in the oesophageal and

pyloric tonsils. Meckel’s diverticulum is situated at the middle of the jejunum

of young chicks in the form of a small appendage that represents the remnant

of the yolk sac, and contains B, T and plasma cells (Olah et al., 1984). Peyer’s

patches are defined as lymphoid clusters (5-6 in number) and widely
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distributed among the intestinal tract, except the one that is regularly found

anterior to the ileocaecal junction (Befus et al., 1980, Olah and Vervelde, 2008,

Casteleyn et al., 2010). The GALT also include two separate lymphoid

nodules, the caecal tonsils, located at the proximal end of each caecum at the

ileocolonic junction (Befus et al., 1980). The caecal tonsils and only one or two

Payer’s patches can be identified by the naked eye at 10 days of age (Befus et

al., 1980, Lillehoj and Trout, 1996). B and T cells, in addition to macrophages,

can be found throughout the Peyer’s patches and caecal tonsils.

The GALT in chickens, such as the caecal tonsils and the Peyer’s patches,

have a well-organised structure consisting of specialized lymphoepithelium

(containing the microfold (M) cells), subepithelial zone, follicular structure

(follicles and germinal centres) and interfollicular areas (Befus et al., 1980,

Burns and Maxwell, 1986). The follicle-associated epithelium (FAE) is

characterized by the presence of intraepithelial lymphocytes (IEL) and the

pinocytotic M cells (Befus et al., 1980, Jeurissen et al., 1999). They are mainly

consisted of T lymphocytes, and to lesser extent, a small number of other

immune cells, including the B lymphocytes. CD8+ T cells constitute the highest

population of IEL, increase rapidly after hatch and becoming heavily

distributed at 6 weeks of age (Jeurissen et al., 1999). IEL are present not only

in the FAE of the GALT but also distributed along the epithelial lining of the

intestinal tract. Characterization of the chicken’s intestinal leukocytes has

revealed about 80% lymphocytes, 10-20% mononuclear cells and less than 1%

PMN and plasma cells (Befus et al., 1980, Lillehoj and Trout, 1996). Further

studies to identify the intestinal IEL in chickens have shown the presence of
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polypeptides similar to mammalian CD3, CD4 and CD8 (Chan et al., 1988,

Chen et al., 1988, Lillehoj et al., 1988). The lymphoid follicles are heavily

infiltrated with B cells while T cells are mostly found in the interfollicular

space, although CD4+ T cells have been identified in the follicular medulla of

the caecal tonsil (Yasuda et al., 2002).

Since the gut is the site that is frequently challenged by pathogenic micro-

organisms, many antigen-presenting cells (APCs) have evolved to present the

processed antigens to the effector arms of the adaptive immune system (B and

T lymphocytes). These include dendritic cells, macrophages and the M cells,

representing a unique morphological cell type in the caecal tonsils and Peyer’s

patches. Indeed, the M cells possess strong pinocytotic and phagocytotic

activities against the antigens that could be present in the intestinal lumen and

they are well equipped for the uptake of particular antigens from the gut and

transport to the subepithelial lymphoid tissue (Bockman and Cooper, 1973). M

cells in caecal tonsils of chickens was firstly described as M cell-like cells in

1992 (Kato et al., 1992). Further studies have elucidated the cellular kinetics

and detailed morphology of M cells in the caecal tonsils of chickens. These

studies have shown that M cells of the caecal tonsils are typified by short

irregular or no microvilli on the apical surface and the presence of numerous

small vacuoles in the cell cytoplasm, reflecting active pinocytosis (Takeuchi et

al., 1998, Jeurissen et al., 1999, Kitagawa et al., 2000).

Tissues of the caecal tonsils consist mainly of B lymphocytes, with few

plasma cells and CD4+ and CD8+ T cells. In contrast to the Peyer’s patches
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which are mainly consisted of IgA+ B cells, lymphocytes of the caecal tonsils

consisted primarily of IgM+ and IgY+ B cells, with few IgA+ B cells (Lillehoj

and Trout, 1996). Most macrophages and T cells can be found throughout the

tonsils especially in the subepithelial and interfollicular areas.

From the above mentioned, it is very clear that the immune system of birds

differs from that of mammals, including the enteric immune system. Compared

to mammals, although chickens lack some structural components of the

immune system, they possess other well-developed immune orgarns and tissues

that play a primary role in protecting against invading pathogens. Figure 1.2

shows a schematic representation of the organization of immune cells in the

avian intestinal tract (adapted from Smith and Beal, 2008).
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Figure 1.2: Avian enteric immune system.

(A) Schematic representation of the organization of immune cells in the intestinal tract

and the GALT, such as caecal tonsils (adapted from Smith and Beal, 2008). (B), (C)

Representative images of a chicken caecum showing the villus structure of the

intestinal epithelium of a newly hatched chick (B) and the follicular structure (arrow)

and the interfollicular space of the caecal tonsils of an older chicken (C),

magnification X 20, scale bar 50 µm.
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1.8.3 Chickens versus mammals

The immune system of the chicken differs from that of mammals, although

some features are shared between the two systems. In contrast to mammals,

chickens possess different repertoires of immune tissues, cells, and molecules.

One fundamental or major difference between the immune system of chickens

and mammals is the lack of highly structured lymph nodes in chickens.

However, chickens have the bursa of Fabricius, a primary lymphoid organ

which is the site for the maturation of B lymphocytes and the development of

B-cell receptor repertoire. They are also lack of functional eosinophils and

neutrophils, yet have a group of PMNs known as heterophils, which are the

avian equivalent of mammalian neutrophils. Unlike mammals, chickens

possess different repertoires of TLRs (Boyd et al., 2007), cytokines and

chemokines (Kaiser et al., 2005), defensins (Lynn et al., 2007) and antibodies

and other immune molecules (Kaiser, 2007, Kaiser et al., 2009). Chickens also

lack IgE, but express IgA, IgM and IgY, the functional equivalent of

mammalian IgG (Kaiser et al., 2009).

1.8.3.1 Toll-like receptors (TLRs)

The innate immune system recognizes pathogenic microbes through a wide

range of recognition components, which are either soluble molecules, such as

LPS-binding protein, or cell-associated components, including the TLRs and

scavenger receptors. These pattern recognition receptors recognize pathogen-

associated conserved motifs, called pathogen-associated molecular patterns

(PAMPs), which are expressed by the invading infectious microbes, including

pathogen cell-surface components, such as bacterial LPS and flagellin, or

pathogen nucleic acid, including single- and double-stranded RNA and CpG
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DNA (Janeway and Medzhitov, 2002). According to their location, PPRs can

be broadly classified into cytoplamic, such as the nucleotide-binding

oligomerization domain (NOD)-like receptors (NLRs), or membrane-bound,

including the TLRs and scavenger receptors (reviewed by Min et al., 2001).

Innate immune recognition, which is mediated through the interaction of

PAMPs and PRRs, promote intracellular signalling pathways which result in

the secretion of a wide range of antimicrobial molecules and immune

mediators, including cytokines and chemokines, and activation of the adaptive

immune responses. Indeed, innate immune responses involve activation of

microbicidal killing mechanisms, including nitric oxide and oxygen

production, secretion of cytokines and chemokines, that mediate the

inflammatory process, and expression of co-stimulatory molecules, including

MHC, required for antigen presentation to, and activation of, the effector cells

of the adaptive immune system, B and T lymphocytes (reviewed by Koskela et

al., 2004, Schneider et al., 2004, Santos et al., 2006).

TLRs are highly conserved molecules that play a primary role in pathogen

detection and initiation and regulation of host immune responses (reviewed by

Aderem and Ulevitch, 2000). TLRs are the best studied pattern recognition

receptors (PRRs) in both avian and mammalian hosts and, thus, their

interaction with Salmonella has been extensively studied. TLRs and

interleukin-1 receptors (IL-1Rs) have a conserved cytosolic domain known as

Toll/IL-1R (TIR) domain. Generally, each TLR is formed of a TIR domain, a

transmembrane domain and an ectodomain which contains leucine rich repeats

(LRRs).
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To date, 11 TLRs have been described in human. These include TLR1, TLR6

and TLR10, which are encoded by the same locus (TLR1/6/10), TLR2, TLR3,

TLR4, TLR5, TLR7, TLR8, TLR9 and TLR11. Of these TLRs, TLR4 and

TLR5 have been extensively studied in mammalian (human or mice) models.

Whilst TLR4+ cells respond to LPS stimulation through production of high

levels of NO and secretion of the pro-inflammatory cytokines and chemokines

(Royle et al., 2003, Akira and Takeda, 2004), TLR5 recognizes bacterial

flagellin, the primary structural component of bacterial flagella (Hayashi et al.,

2001).

To date, ten TLRs have been identified in chickens (Temperley et al., 2008),

and include TLR1LA, TLR1LB, TLR2A, TLR2B, TLR3, TLR4, TLR5, TLR7,

in addition to TLR15 and TLR21, which recognizes DNA containing CpG-

dinucleotides (CpG-DNA). Avian TLRs expressed a pattern of gene

duplication and gene loss in comparison with mammals. The avian TLR1LA

and TLR1LB are the equivalent orthologues to the mammalian TLR1/6/10

(Temperley et al., 2008). Chickens also possess a duplicated TLR2 gene,

termed TLR2A and TLR2B (Temperley et al., 2008, Cormican et al., 2009)

and also have equivalent orthologues of mammalian TLR3, TLR4, TLR5 and

TLR7 (Leveque et al., 2003, Iqbal et al., 2005a, Philbin et al., 2005, Keestra et

al., 2008) while TLR8 is disrupted (pseudogene) and TLR9 is absent (Philbin

et al., 2005, Temperley et al., 2008). Although chickens lack the equivalent

orthologue of human TLR9, they respond to the mammalian TLR9-agonist,

CpG DNA, by the avian-specific TLR-21 (Keestra et al., 2010). TLR agonists

(ligands) and a comparison of the human and chicken TLRs are given in Figure

1.3 (adapted from Kaiser et al., 2009).
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Figure 1.3: Comparison of human and chicken TLRs.

TLRs are divided into two main classes according to their interaction with various

PAMPs; TLRs that recognize cell-surface components of microbes are expressed on

the cell surface, while those that recognize pathogen nucleic acid are primarily

expressed in endocytic vesicles. TLR15 and TLR21 are chicken-specific TLRs and

while TLR21 recognizes CpG-DNA, TLR15 is thought to recognize surface PAMPs,

though it is suggested that this TLR interacts with another cell-associated component

away from TLR agonists (Nerren et al., 2010).
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1.8.3.2 Heterophils

Heterophils, the avian equivalent of mammalian neutrophils, are considered the

first line of cellular defence against microbes. Heterophils, the primary innate

effector cells, are attracted to the site of infection under the effect of

chemokines produced by the other immune and non-immune cells. During the

activation process aimed at eradicating the invading pathogen, heterophils

possess a wide range of biological functions, including phagocytosis, oxidative

burst and degranulation, the process which involves the release of protein

granules, such as cathelocidin and defensins, into the phagosome. As in

mammalian and fish hosts, it is suggested that avian heterophils may represent

a physical barrier against infection, that block, trap and kill pathogens

extracellularily via production of a net of extracellular fibres, known as

heterophil extracellular traps (Chuammitri et al., 2009).

1.8.3.3 Antimicrobial peptides

Defensins (gallinacins) are small peptides that contribute to the antimicrobial

properties of host cells, particularly leukocytes and epithelial cells. They play a

primary role in eradicating microbial pathogens and migration of innate cells to

the site of infection (Soruri et al., 2007). In contrast to mammals, that possess

three families of defensins (α-, β- and θ-defensins), birds only have β-defensins 

(Harwig et al., 1994, Lynn et al., 2007). Avian β-defensins (AvBD) are 

produced by many organ tissues, including the gut and oviduct (Mageed et al.,

2008, Ma et al., 2009), and cell types, including epithelial cells, and in

response to Salmonella infection (Haagsman et al., 2007, Milona et al., 2007,

Akbari et al., 2008, Derache et al., 2009, Ebers et al., 2009). Studies have

shown that expression of AvBD in chicken gut is important in mediating
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protection against enteric pathogens during the first few days of newly hatched

chicks (Bar-Shira and Friedman, 2006, Crhanova et al., 2011).

1.8.3.4 Avian cytokines

Cytokines are important proteins secreted by cells that play a central role in the

immune and inflammatory responses. They are the effector messengers of the

innate and adaptive immune systems that initiate and manipulate the immune

responses directed toward eradicating microbial pathogens. Chemokines are a

class of cytokines that have chemoattractant activities which control the

movement of immune cells (Kaiser and Staheli, 2008). The availability of

avian genome sequences, and the recent cloning of avian cytokines and

chemokines, has led to a major shift in the ability to understand the host-

pathogen interactions in avian hosts, particularly chickens (Hillier et al., 2004,

Kaiser et al., 2009). These cytokines are given in (Table 1.2) (adapted from

Kaiser, 2010). Chicken equivalent orthologues of interferon (IFN)-γ, 

interleukin (IL)-1β, IL-18, IL-10, IL-12, IL-17, Th2 cytokines (IL-4 and IL-

13), IL-6, CCLi2, CXCLi1 (previously called K60) and CXCLi2 (previously

called IL-8), transforming growth factors (TGF), tumour necrosis factors

(TNF) and colony-stimulating factors (CSF) have been cloned, sequenced and

identified (reviewed by Kaiser, 2010).



Chapter 1 Introduction

36

Table 1.2: Chicken cytokine repertoire.

Cytokine family Chicken orthologues Reference

Interleukins

IL-1 family

IL-10 family

IL-17 family

IL-12 family

Th2 family

T-cell proliferative

Others

IL-1β*, IL-18*, IL-1RN, IL-1F5

IL-10*, IL19*, IL-22*, IL-26*

IL-17* (A, B, C, D, F)

IL-12* (α, β), IL-23 

IL-4*, IL-5*, IL-13*

IL-2*, IL-15*, IL-21*

IL-3, IL-6*, IL-7*, IL-9*, IL-11, IL-34

(Weining et al., 1998, Schneider et

al., 2000)

(Rothwell et al., 2004)

(Min and Lillehoj, 2002, Hong et al.,

2008)

(Balu and Kaiser, 2003, Degen et al.,

2004, Kaiser et al., 2005)

(Avery et al., 2004)

(Sundick and Gill-Dixon, 1997,

Lillehoj et al., 2001, Kaiser et al.,

2005)

(Schneider et al., 2001, Kaiser et al.,

2005)

Interferons

Type I

Type II

Type III

IFN-α*, IFN-β*, IFN-κ, IFN-ω 

IFN-γ*

IFN-λ*

(Sekellick et al., 1994, Sick et al.,

1996)

(Digby and Lowenthal, 1995)

(Kaiser et al., 2005)

Chemokines

XCL

CCL

CXCL

CX3CL

XCL1*

CCL1*, CCL2*, CCL3*, CCL4*, CCL5, CCL7,

CCL8, CCL11, CCL13, CCL15, CCL16, CCL17*,

CCL18, CCL19*, CCL20*, CCL21*, CCL23

CXCL1*, CXCL2*, CXCL3, CXCL4, CXCL5,

CXCL6, CXCL7, CXCL8, CXCL12, CXCL13,

CXCL14

CX3CL1*

(Rossi et al., 1999)

(Petrenko et al., 1995, Sick et al.,

2000, Hughes et al., 2001, Kaiser et

al., 2005, Wang et al., 2005, DeVries

et al., 2006, Hughes et al., 2007)

(Bedard et al., 1987, Sick et al.,

2000, Kaiser et al., 2005, Poh et al.,

2008)

(Kaiser et al., 2005)

Transforming

growth factors TGF-β2*, TGF-β3*, TGF-β4* (Jakowlew et al., 1988, Jakowlew et

al., 1990, Burt and Paton, 1991,

Jakowlew et al., 1997, Pan and

Halper, 2003)

Tumour necrosis

factors TNF-α*, OX40L, AITRL, FAST, 4-1BBL, VEGI,

CD30L*, CD40L, TRAIL*, RANKL, BAFF*

(Abdalla et al., 2004, Koskela et al.,

2004, Schneider et al., 2004, Kaiser

et al., 2005, Hong et al., 2006b, Guan

et al., 2007, Chen et al., 2009)

Colony-stimulating

factors GM-CSF*, G-CSF*, M-CSF* (Leutz et al., 1984, Leutz et al., 1989,

Avery et al., 2004, Kaiser et al.,

2005, Santos et al., 2006, Gibson et

al., 2009)

*Avian cytokines that have been cloned and expressed in avian species.
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1.9 Immune responses to Salmonella

Immune responses to different pathogenic microbes are complex and

encompass many aspects of innate and adaptive immune mechanisms. In

general terms, innate immunity involves early and rapid immune mechanisms

that mediate the initial protection against invading pathogens. Later, and even

more effective, immune responses that develop more slowly against infections

are called the adaptive responses.

A number of studies have been carried out to study the immunology of

Salmonella-associated infections in the mouse model. In contrast to chickens,

experimental infection with S. Typhimurium in mice results in a systemic

illness (Carter and Collins, 1974, Khan et al., 2001). The development of

typhoid-like disease following experimental infection of mice with this non-

host-adapted serovar makes the mouse a good model for studying the systemic

form of Salmonella infection. Nevertheless, this form of the disease is not

comparable with the rather asymptomatic gut colonization of most non-host-

adapted Salmonella serotypes in poultry, although systemic infections may

develop in the very young birds, leading to increased morbidity and mortality

rates (Barrow et al., 1987a, Humphrey et al., 1989, Withanage et al., 2004,

Withanage et al., 2005b). Since the use of mice as a fertile model to study the

pathogenicity and immunology of Salmonella-associated infections, it is worth

mentioning the immune responses developed in response to Salmonella

infection in mammals followed by the information available in poultry.
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1.9.1 Mammalian immune responses

Several in vivo and in vitro studies have been conducted to study and

characterize the cellular responses and cytokine expression that accompany

Salmonella infection in mammals, mainly using the mouse model. Protective

roles have been observed for IL-1α, IL-6, TNF-α, IFN-γ, IL-12, IL-15 and IL-

18, but not for IL-4 (reviewed by Eckmann and Kagnoff, 2001). The

interaction of bacterial components, including LPS, flagellin and other PAMPs

with PRRs, including the TLRs, of the host cells, stimulates the production of a

strong inflammatory response, typified by the release of pro-inflammatory and

Th1 cytokines, such as IL-6, IL-1, IL-12, IL-18, TNF-α and IFN-γ and iNOS 

(McCormick et al., 1993, Jung et al., 1995, Mastroeni et al., 1998, Mastroeni et

al., 1999, Khan et al., 2001). Exposure of intestinal epithelial cells and

macrophages to Salmonella or their products, including flagellin and LPS, has

been associated with the release of a wide range of immune mediators,

cytokines and chemokines, such as IL-1β, IL-6, TNF-α, IL-12, IL-18 (IFN-γ-

inducer), GM-CSF, IL-8 and MIP (Yamamoto et al., 1996, Wyant et al., 1999,

Rosenberger et al., 2000). These cytokine and chemokine responses mediate a

robust inflammatory response, and also promote the attraction of immune cells

to the site of inflammation, to clear Salmonella infection. This is in addition to

the release of GM-CSF which helps the maturation of mononuclear cells into

active phagocytes/macrophages to help with the killing mechanisms of

Salmonella (Jung et al., 1995). The release of IFN-γ has also been correlated 

with the ROS-mediated killing of Salmonella in murine macrophages (Foster et

al., 2003). Up-regulation of IL-8 and MIP-1α chemokines have been reported 

in human neutrophils exposed to heat-inactivated S. Typhimurium (Hachicha et
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al., 1998). Furthermore, the roles of IL-1α and TNF-α in Salmonella infections

have been shown in vivo, and since treatment with IL-1α and TNF-α increases 

the survival rate following Salmonella infection while neutralization of TNF-α 

increases the severity of infection (Nauciel and Espinasse-Maes, 1992,

Morrissey et al., 1995, Gulig et al., 1997). It has been shown that IFN-γ plays a 

central role in the immune responses developed during the course of

Salmonella infection. Evidence of this comes from the fact that IFN-γ is 

rapidly up-regulated in the infected mice in response to Salmonella infection

(Ramarathinam et al., 1991). LPS stimulation of IFN-γ-primed murine 

macrophages increases the expression of NOD-2 and NO production, which is

a potent antibacterial molecule (Totemeyer et al., 2006). IFN-γ receptor 

knockout mice and mice with neutralizing antibodies to IFN-γ were unable to 

clear the primary infection with Salmonella (Hess et al., 1996, Gulig et al.,

1997, Bao et al., 2000). Mice with neutralizing antibodies to IL-12, which has

IFN-γ-inducing features, fail to clear Salmonella infection efficiently, with an

increase in the hepatic and splenic colonization (Mastroeni et al., 1998) and

decrease in survival rates (Kincy-Cain et al., 1996). In both cases, treatment of

infected mice with IFN-γ or IL-12 reduces the systemic bacterial colonization 

and increases survival rates (Matsumura et al., 1990, Kincy-Cain et al., 1996).

These combined data support the notion that cell-mediated immunity,

particularly Th1 immune response, plays a crucial role in immune defences

against primary Salmonella infection, even much more than the humoral

immunity. However, Ig-producing B-cells do contribute to the immune

defences against secondary infection in mice (Mastroeni et al., 2000,

Mittrucker et al., 2000), although their role in the gastrointestinal clearance is
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limited (Wijburg et al., 2006). In fact, both humoral and cell-mediated immune

responses have been triggered in response to intraperitoneal administration of

live or heat-inactivated Salmonella vaccines in mice (Thatte et al., 1993).

Antibodies have been suggested to play a role in protection during the early

phases of infection by promoting bacterial killing before reaching the

intracellular environment (Collins, 1974). Hence, the development of

protective immunity against Salmonella infection is bi-directional, linking the

cellular and humoral immune responses and relies on a cross-talk between the

two components of the adaptive immune system, as also suggested by

(Mastroeni, 2002).

Stimulation of TLRs is a key determinant of the initial, innate immune

responses to microbial pathogens (reviewed by Aderem and Ulevitch, 2000).

Studies have shown that TLR4 activation is required for control of systemic S.

Typhimurium infection in mice (O'Brien et al., 1980, Royle et al., 2003, Talbot

et al., 2009). LPS-resistant mice (C3H/HeJ), which have a TLR4 mutation that

impairs its function, are more susceptible to Salmonella infection, and showing

higher systemic organ invasion and succumb to infection eight days after

infection with S. Typhimurium (O'Brien et al., 1982, Vogel et al., 1999). S.

Typhimurium-dependant TLR4 stimulation mediates a pro-inflammatory

immune response (nitric oxide (NO) and TNF-α) in murine systemic organs 

and macrophages and involve the activation of many signalling pathways,

including MAPK, NF-κB, TRIF, TRAM and MyD88 pathways (Royle et al., 

2003, Totemeyer et al., 2003, Totemeyer et al., 2005, Cook et al., 2007, Talbot

et al., 2009). Microarray analysis of TLR4-inducible genes in S. Typhimurium-
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infected murine macrophages has shown that most of these genes are correlated

with oxidative burst responsive genes, pointing out the role of TLR4 in

regulating NADPH oxidase activity in the intracellular environment (Wright et

al., 2009).

As already mentioned, flagellin is a potent stimulator of TLR5 and is a major

pro-inflammatory marker of Salmonella (Zeng et al., 2003). In mammals, it has

been shown that triggering of TLR5 by TLR5-agonist, flagellin, mediate the

induction of several signalling pathways, including the NF-κB and MAPK 

pathways (Hayashi et al., 2001, Okugawa et al., 2006). The stimulation of

TLR5 and activation of these signalling pathways can lead to activation of the

components of the pro-inflammatory cytokine immune response, such as IL-6

(Hayashi et al., 2001). However, evidence of flagellin-mediated T-cell

inhibition, through suppression of cytokine signalling, has been also shown in

human T-cells (Okugawa et al., 2006). Activation of human blood

mononuclear cells and THP-1 monocytes with the TLR5 agonist, flagellin, has

led to activation of Th1 cytokine responses, including the production of IL-18,

IL-12 and IFN-γ (Bachmann et al., 2006). Evidence of this also comes from 

experimental infection of mice with non-flagellated S. Typhimurium and S.

Enteritidis (Vijay-Kumar et al., 2006). In this study, infection with non-

flagellate mutants of the non-host adapted Salmonella serovars failed to

stimulate initial intestinal inflammation in infected pathogen-free mice,

manifested by reduced neutrophil infiltration in the caecum, and showed an

increase in epithelial cell apoptosis, both in vivo and in vitro, leading to a

profound or severe systemic infection in mice (Vijay-Kumar et al., 2006). This
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indicates that stimulation of TLR5 by bacterial flagellin is required for

bacterial recognition by the host cells and development of immune responses to

clear the primary infection. Moreover, it has been shown that motA mutant of

S. Enteritidis (flagellated and non-motile) is defective in invasion of epithelial

cells compared to the parent strain at 1 h post-infection of Caco-2 cells (van

Asten et al., 2004), indicating that flagellin-mediated bacterial motility

promotes bacterial invasion of epithelial cells. Studies from mammalian

models indicate not only the importance of innate responses to Salmonella

infection but also suggest that the course of infection might be regulated by

manipulation of these responses.

1.9.2 Avian immune responses

The relevance of the above data derived from murine typhoid model, is not

necessarily comparable to Salmonella infection in the avian host. In particular,

systemic infection in chickens is usually caused by S. Pullorum or S.

Gallinarum, which seem to have different pathogenesis and immune responses

in chickens (Thomson et al., 2008), compared to systemic S. Typhimurium

infection in mice, while infection with the non-host-adapted serovars, including

S. Typhimurium and S. Enteritidis, often causes disease-free gut colonization,

except in very young chicks. This host species-specific difference in the

pathogenesis and immune responses could be influenced by multiple factors

affecting the host-pathogen interaction, including differences in the interaction

with immune components, including macrophages, which play a fundamental

role in Salmonella infection. Avian immune responses to Salmonella infection

will now be discussed in more details.
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1.9.2.1 Cell culture studies

Avian in vitro models, including epithelial cells, macrophages and heterophils,

respond to infection with the non-host-adapted serovars, particularly, S.

Enteritidis and S. Typhimurium, or exposure to TLR agonists through the

expression of a wide range of immune responses. The interaction of Salmonella

with various avian cells will be discussed in more details.

1.9.2.1.1 Epithelial cells

Specialized epithelial cells represent not only a physical barrier against

invading pathogens, through production of mucous and antimicrobial peptides

(defensins), but also an initiator of innate immunity. As an important part of

the innate immune system, interaction of enterocytes with microbial

components, through a group of PRRs, including the TLRs, is crucial for the

activation initial innate enteric immune pathways and stimulation of further

immune responses, aimed at eliminating the invading pathogen. Pathogen-

infected epithelial cells rapidly stimulate the secretion of pro-inflammatory

chemokines that recruit innate immune cells, including macrophages,

heterophils and dendiritic cells, to the site of infection and mediate

inflammatory responses (Kaiser et al., 2000, Onai et al., 2002).

The interaction of Salmonella with the epithelial cells is very important in the

early stages of infection. However, little is known about the role of epithelial

cells in cellular responses and mechanisms surrounding Salmonella-associated

infections in poultry. Nevertheless, in a comparison study to investigate the

molecular basis of Salmonella infections in poultry, exposure of primary

chicken kidney cells (CKC) to Salmonella revealed variable degrees of
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invasiveness (Barrow and Lovell, 1989) and induced differential levels of

cytokine immune response (Kaiser et al., 2000). In this study, S. Typhimurium,

S. Gallinarum, S. Enteritidis and S. Dublin were found to be invasive to CKC,

with S. Typhimurium being more invasive. Both S. Typhimurium and S.

Enteritidis, but not S. Gallinarum, were found to stimulate 8 to 10-fold increase

in production of the pro-inflammatory cytokine IL-6, while IL-1β was down-

regulated in response to S. Gallinarum infection (Kaiser et al., 2000).

Moreover, S. Enteritidis-infected primary chicken oviduct epithelial cells

(COEC) elicited the expression of pro-inflammatory immune mediators,

including CXCLi1, CXCLi2, CCL chemokines and iNOS, and IL-10 anti-

inflammatory cytokine (Li et al., 2009). This study also showed that the

production of CXCLi1 and CXCLi2 chemokines was sipA dependent.

1.9.2.1.2 Macrophages

Macrophages are tissue monocytes which are a group of cells which possess an

important role in tissue homeostasis, pathogen recognition and elimination,

inflammation and immunity (reviewed by Kaspers et al., 2008). Upon

stimulation, they undergo a series of biological responses, including

phagocytosis, the production of antimicrobial molecules and expression of

cytokine and chemokine immune response (Bliss et al., 2005). Production of

NO and oxygen molecules by immunologically activated macrophages is

considered as a highly potent microbicidal mechanism, which play a major role

in the intracellular microbial killing, such as Salmonella (Foster et al., 2003,

Withanage et al., 2005a). Moreover, antigen presentation by functional

antigen-presenting cells (APCs), including macrophages, is the essential key

step toward the activation of the adaptive immune response. Antigen is
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processed into peptides and expressed on the surface of APC bound to either

MHCI or MHCII molecules. MHCI is expressed by most cell types while

MHCII is expressed on the phagocytes (Kaiser and Staheli, 2008).

Engulfment of microbial pathogens, phagocytosis, is the most conserved and

well-known function of macrophages. Active macrophages have been observed

in the embryonic liver and spleen as well as very young chicks and turkey

poults (Jeurissen and Janse, 1989, Qureshi et al., 2000), indicating that these

innate immune cells are active at hatching. Phagocytosis of a number of

poultry bacterial pathogens by cultured macrophages, either primary cells or

continuous macrophage cell lines such as HD11 and MQ-NCSU cells, has been

shown following infection with a range of bacterial pathogens, including

Salmonella (Okamura et al., 2005, Withanage et al., 2005a, Babu et al., 2006),

Campylobacter (Smith et al., 2005) and E.coli (Miller et al., 1990).

Nitric oxide is an important mediator with diverse physiological and

pathological functions, including regulation of blood pressure (vasodilatation),

neurotransmission and host defences to infections and tumours, through its

antimicrobial and anti-tumour mediated activities (Hibbs et al., 1987, Bredt and

Snyder, 1989, Furchgott and Vanhoutte, 1989, Stuehr and Nathan, 1989).

Control of NO synthesis is mediated by different enzymes, known as NO

synthases (NOS). NOS exist in three distinct isoforms, endothelial (eNOS),

neuronal (nNOS) and inducible (iNOS) (Hiki et al., 1991). Stimulation of

macrophages results in stimulation of iNOS which leads to production of high

quantities of NO (Stuehr and Nathan, 1989, MacMicking et al., 1997). Studies
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have shown that TLR agonists LPS and CpG-DNA are highly potent inducers

of NO from chicken macrophages (He et al., 2006). The release of reactive

oxygen species (ROS), the oxidative burst, by activated macrophages is an

important anti-microbial mechanism of activated macrophages. In this process,

and after uptake of the microbial pathogen by the phagocyte into the

phagosome, NADPH oxidase is activated, leading to production of high

amounts of ROS, superoxide. The superoxide is then converted to hydrogen

peroxide which is then converted to hypochlorous acid, which is suggested to

have bactericidal activity.

Activated macrophages produce a series of cytokines and chemokines that

regulate the innate and adaptive immune responses. Production of

inflammatory cytokines IL-6 and IL-1β by chicken macrophages activated by 

different PAMPs, including LPS and CpG-DNA, has been reported (Weining

et al., 1998, Kaiser et al., 2000, Schneider et al., 2001, Xie et al., 2003).

Salmonella infection of chicken macrophages has been found to up-regulate

IL-1β, IL-6, K60 and IL-8 (Wigley et al., 2006). Also, induction of anti-

inflammatory cytokine, IL-10, which has an immuno-regulatory function, by

LPS-stimulated HD11 has been observed (Rothwell et al., 2004).

The ability of Salmonella to survive within infected cells, including

macrophages, is central to the pathogenesis and immune responses that develop

during the course of infection. In response to Salmonella infection or

stimulation with Salmonella PAMPs, activated macrophages produce

significant levels of anti-bacterial and immune mediators, including NO, ROS
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and cytokines and chemokines. Exposure of chicken macrophages-like HD11

to S. Typhimurium or S. Enteritidis induced higher amounts of NO, and also

when compared to murine macrophages (Babu et al., 2006). Exposure of

chicken macrophages HD11 cells to TLR agonists, including CpG-DNA and S.

Enteritidis-derived LPS, has also been correlated with a wide range of immune

responses and mechanisms, including increases in NO production and iNOS

expression, expression of IL-6 inflammatory cytokine and stimulation of

TLR15 gene expression, with decrease in the intracellular survival of S.

Enteritidis (He and Kogut, 2003, Xie et al., 2003, Ciraci and Lamont, 2011).

This includes the induction of several signalling pathways, including protein

kinase C, MAP kinase, NF-κB and MyD88 pathways (He and Kogut, 2003, 

Ciraci and Lamont, 2011). HD11 cells respond to S. Typhimurium endotoxin

(LPS) through the expression of IL-1β, IL-6, IL-8, TLR15, CCL4 and NOD-

like receptor (NLRC5) (Ciraci et al., 2010). Exposure of primary peripheral

blood mononuclear cells (PBMC) to Salmonella (S. Typhimurium or S.

Enteritidis) or TLR agonists (such as CpG-DNA or flagellin) elicited the

expression of TLRs and iNOS and increased NO production (Okamura et al.,

2005, He et al., 2006). Using microarray and qRT-PCR analysis, HD11

infected with S. Enteritidis expressed higher levels of pro-inflammatory CC

and CXC chemokines (Zhang et al., 2008).

1.9.2.1.3 Heterophils

It has been shown that heterophils play an important role in the initial immune

response against Salmonella in poultry. In chickens, heterophils appear to

accumulate in the caecal lamina propria as early as during the first 24 hrs

following infection with S. Enteritidis (Van Immerseel et al., 2002a, Van
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Immerseel et al., 2002b). Chickens with heterophil depletion

(Granulocytopenia) are also more susceptible to S. Enteritidis infection (Kogut

et al., 1993, Kogut et al., 1994). Intraperitoneal administration of S. Enteritidis-

immune lymphokines protected 18-week-old chickens from organ invasion by

S. Enteritidis (Tellez et al., 1993). The contribution of heterophils in resistance

to Salmonella infections has also been shown, since heterophils from resistant

chicken lines express high levels of pro-inflammatory cytokines, including IL-

6, IL-8 and IL-18, while have low expression of TGF-β4 (Ferro et al., 2004, 

Swaggerty et al., 2004, Swaggerty et al., 2005, Swaggerty et al., 2008). The

role of IFN-γ and IL-2 in Salmonella infection has also been shown as priming

of chicken heterophils with recombinant chicken IFN-γ (rChIFN-γ) or rChIL-2 

stimulates the expression of a Th1 cytokine response (IL-18 and IFN-γ), in 

addition to the pro-inflammatory cytokines and chemokines IL-1β, IL-6 and 

IL-8, in response the exposure to S. Enteritidis (Kogut et al., 2003, Kogut et al.,

2005b). Also, the expression of TLRs in chicken heterophils has been studied

(Kogut et al., 2005a). In this study, TLR agonists, including flagellin and S.

Enteritidis-LPS, stimulated oxidative burst and degranulation activities in

chicken heterophils, with the increased expression of IL-1β, IL-6 and IL-8. 

1.9.2.2 Animal studies

Immune responses to Salmonella infections in poultry depend on serotype- and

host-specific factors, including the age of infection. Experimental infection of

chickens with S. Typhimurium have shown that birds infected at older ages (3

or 6 weeks of age) were able to clear the secondary infection better than those

infected at younger ages (1week of age), with the contribution of both cellular

and humoral responses (Beal et al., 2004b). It has been also shown that
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differences in breed genetics are associated with differences in the cytokine

responses in the caecum (CCLi2, IL-12α, IL-12β and IL-18) and spleen 

(CXCLi2, CCLi2, IL-12α and IL-10) of young chickens in response to S.

Enteritidis infection (Cheeseman et al., 2007). Evidence of the contribution of

the breed genetics to resistance of Salmonella infection comes from studies

using S. Enteritidis susceptible and resistant chicken lines. These studies have

shown that resistant lines exhibit less intestinal colonization and increases in

the basal intestinal levels of defensins, in the gene expression of pro-

inflammatory chemokine IL-8, iNOS, TLR4 and Th1 cytokines IL-18 and IFN-

γ, compared to lower levels of IFN-γ in susceptible birds (Sadeyen et al., 2004, 

Sadeyen et al., 2006). These differences in immune responses and resistance to

Salmonella infection appear to correlate with differences in the functionality of

the innate effector cells of the avian immune system, heterophils and

macrophages, between Salmonella susceptible and resistant chicken lines.

Studies have shown that macrophages from chicken lines resistant to

Salmonella infection exhibit higher levels of pro-inflammatory cytokines,

including Th1 cytokine IL-18 (Wigley et al., 2006). Indeed, genetic resistance

to systemic salmonellosis in chickens is affected by several genetic loci,

including major histocompatibility complex (MHC), Toll-like receptors

(TLRs), Nramp-1 and a novel genetic trait SAL1 (Mariani et al., 2001, Wigley

et al., 2002a, Wigley, 2004). These combined data also show the importance of

cellular responses (Th1) in the protection and resistance to Salmonella

infection, and since resistance to S. Enteritidis infection is associated with

profound IFN-γ cytokine response.  
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Salmonella infection in chickens stimulates the expression of a wide range of

immune responses, depending primarily on the infecting serovar. In chicken

experiments, S. Enteritidis infection of young chickens up-regulates the

production of pro-inflammatory chemokines, CXCLi1 and CXCLi2, and

increases macrophage cell populations in the caeca of infected birds

(Cheeseman et al., 2008). Again, the up-regulation of a Th1 cytokine response

(IFN-γ and IL-18) has been reported in the spleen of S. Enteritidis-infected

chickens, although up-regulation of Th2 cytokine response (IL-4) was

correlated to S. Pullorum infection (Chappell et al., 2009). In this study,

CXCLi1 and CXCLi2 responses were down-regulated in the ileum of newly

hatched chicks in response to S. Pullorum infection. Infection of newly hatched

chicks with S. Typhimurium induces significant levels of gut responses,

typified by the expression of pro-inflammatory mediators; CXCLi1, CXCLi2,

MIP-1β and IL-1β, and a heterophil influx (Withanage et al., 2004). It has been 

also suggested that cellular, particularly Th1, responses play an important role

in the immune clearance of S. Typhimurium infection from the intestine

(Withanage et al., 2005b). (Fasina et al., 2008) have also shown that S.

Typhimurium infection in young chicks elicited intestinal immune responses,

including the up-regulation of IL-1β, IL-6 and IFN-γ and down-regulation of 

IL-10 in the gut of infected birds. Differential expression of the gut immune

responses has been also shown in response to infection with the serotypes of

the broad host range (S. Typhimurium, S. Enteritidis, S. Hadar and S. Infantis)

(Berndt et al., 2007), with S. Enteritidis being the highly invasive serotype

which stimulated the higher expression of immune mediators in the chicken

caeca.
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The above mentioned data may support the role of cell-mediated, particularly

Th1, immune responses, including the role of IFN-γ, in clearance of 

Salmonella infections in poultry. Studies carried out by (Beal et al., 2004a,

Beal et al., 2005) have shown that both humoral and cellular immune responses

are important in clearance of and resistance to Salmonella infection. Infection

of chickens with S. Typhimurium elicits antigen-specific immune responses

typified by the expression of IFN-γ, IL-1β and TGF-β4 from the spleen and 

elevation in the serum IgA, IgM and IgY. Intraperitoneal administration of

recombinant IFY-γ has been shown to decrease organ invasion after oral 

infection with S. Enteritidis in chicks (Farnell et al., 2001). A significant role of

CD8+ T-cells in early responses of young chicks to S. Typhimurium infection

has been shown (Berndt and Methner, 2001), although CD4+ T-cells would

seem to play an important role in response to S. Enteritidis infection in older

chickens (Holt et al., 2010). Evidence for the importance in cellular immunity

in Salmonella infection also comes from studies with S. Enteritidis or S.

Typhimurium infection in bursectomized chickens, in which humoral immune

responses (antibodies) would be affected (Desmidt et al., 1998, Beal et al.,

2006). While surgical bursectomy, which leads to a specific depletion of B

lymphocytes, has no effect on the clearance of S. Typhimurium from the

intestine (Beal et al., 2006), chemical bursectomy, in which T cells also appear

to be affected, decreases the ability of chickens to clear the intestinal infection,

although systemic clearance was not affected, pointing out a role of cellular

immune mechanisms in systemic Salmonella infection in chickens (Desmidt et

al., 1998).
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1.10 Reduction of the caecal carriage

Newly hatched chicks are very susceptible to Salmonella infection, because of

the immaturity of the gut, in terms of the resident flora and immune responses

(Friedman et al., 2003). The oral administration of normal gut flora

preparations to very young chicks, as early as immediately after hatching,

results in protection against challenge with Salmonella, by so called

competitive exclusion or colonization inhibition (Nurmi and Rantala, 1973).

The prominent effect of competitive exclusion is to prevent pathogenic

bacteria, such as Salmonella, from multiplying in the caeca and, therefore, they

are eliminated from the gut (Impey and Mead, 1989). Orally-administered

bacterial microflora also compete for the intestinal receptor sites and nutrients

and colonize the gut, so they act as effective physical barrier against

Salmonella colonization (Soerjadi et al., 1981, Soerjadi et al., 1982).

Furthermore, there is evidence that competitive exclusion cultures also modify

the composition of gut microflora, and enhance the production of volatile fatty

acids, such as butyrates, which have inhibitory effects on Salmonella (Barnes

et al., 1979, Nisbet et al., 1993, Corrier et al., 1995). Due to their colonization-

inhibiting activity, this term has been extended to include the oral

administration of live Salmonella organisms. It has shown that oral

administration of live S. Montevideo to newly hatched chicks results in total

protection against challenge with S. Typhimurium (Barrow and Tucker, 1986).

Both S. Infantis and S. Hadar also express inhibiting activities to the further

challenge with Salmonella (Berchieri and Barrow, 1990, Nogrady et al., 2003).

It has been found that S. Infantis mediates a broad spectrum of colonization

inhibition against other Salmonellae in young chicks (Berchieri and Barrow,
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1990). Recent evidence has shown that while oral administration of S.

Enteritidis to newly hatched chicks mediates a strong inhibition effect against

the 24h later challenge with both monologous and heterologous Salmonella

strains, S. Infantis induces partial protection against the heterologous

Salmonella (Methner et al., 2010). Studies have also shown that organic acids,

such as butyrate, possess an antibacterial activity and reduce the caecal

colonization of S. Enteritidis in chickens (Van Immerseel et al., 2004c, Van

Immerseel et al., 2005a, Van Immerseel et al., 2006) and S. Enteritidis invasion

in chicken intestinal epithelial cells (Van Immerseel et al., 2003, Van

Immerseel et al., 2004a) through down-regulation of SPI-1 genes, including

invB, invE, invF, invI, invJ, sipA, sipD, spaP and hilD (Gantois et al., 2006).

1.11 Vaccination

Vaccination, including the use of live and inactivated vaccines, is the best

prophylactic method and sustainable approach to control Salmonella infection

in poultry. Live vaccines stimulate both arms of adaptive responses, cellular

and humoral immune responses, and thought to have an advantage over the

killed vaccines, which trigger mainly humoral (antibody) response (Collins,

1974, Barrow, 2007). Vaccination against poultry-specific Salmonella

serotypes, such as S. Gallinarum, has contributed, to high extent, to the success

in controlling systemic infections in poultry for many years, though evidence

of the re-emergence of fowl typhoid is highly anticipated as the disease has

been recorded recently in free range and backyard chickens and commercial

layers (Cobb et al., 2005, Parmar and Davies, 2007). On the other hand, the

efficacy of vaccination against the poultry non-specific Salmonella serovars,

mainly S. Typhimurium and S. Enteritidis, is variable and often not
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satisfactory. This is largely as a result of the way by which these vaccines have

been produced. Most of currently available vaccines have been produced not

on the basis of understanding of avian immunology or host-pathogen

interactions. Live S. Enteritidis and S. Typhimurium vaccines, which are

available commercially for use in poultry in Europe, are either auxotrophic

double-marker mutants derived through chemical mutagenesis or have been

developed on the basis of metabolic drift mutations (EFSA, 2004b). Another

live vaccine, which has been developed initially for use against S. Gallinarum,

is the rough strain S. Gallinarum 9R, which has been found to express cross-

protection to S. Enteritidis (Barrow et al., 1991). Many other attenuated live

Salmonella vaccines have been developed by genetic mutations, especially for

those required for metabolic functions and survival of Salmonella in the host

tissues, including housekeeping genes [for example, (Cooper et al., 1994,

Springer et al., 2000, Methner et al., 2001)]. These mutated genes include (for

example) galE (synthesis of bacterial LPS), ompR (synthesis of outer

membrane proteins) and aroA (amino acid synthesis) and other genes coded for

other metabolic and virulence functions (reviewed in Zhang-Barber et al.,

1999, Mastroeni et al., 2001). Nonetheless, it has been shown that some live

attenuated Salmonella vaccines may express weak colonization inhibition to

challenge with Salmonella when administered orally (Methner et al., 1997).

This points out the need for the development of better live Salmonella vaccines

that can induce gut immunity without affecting their intestinal colonization

and, therefore, colonization inhibition activity, as also suggested by (Van

Immerseel et al., 2005b, Barrow, 2007). New evidence shows that a phoPfliC

mutant of S. Enteritidis demonstrates an effective colonization inhibition
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characters to the wild type S. Enteritidis and could be a good candidate as a live

Salmonella vaccine for potential use in poultry which allows the differentiation

between the vaccinated and infected birds, through the recognition of fliC

deletion (Methner et al., 2011).

1.12 Aims and objectives of the project:

Infected poultry flocks remain an important reservoir of non-typhoidal

Salmonellae, which represent an important public health issue, while fowl

typhoid and pullorum disease are important diseases of poultry. The intensive

use of antibiotics has led to the emergence of antibiotic-resistant bacteria.

Thus, recent regulation prohibiting the use of antibiotic or growth promoters

necessitates the search for alternative ways of control in poultry. New

legislation, welfare consideration and improvement in public awareness create

continuous pressure on poultry producers, calling for the development of

alternative methods to contain the problem. This includes the development of

improved vaccines and breeding for disease resistance.

The development of novel immune-based control strategies against enteric

pathogens requires a detailed understanding of the basic immunology of host-

pathogen interactions. This should take in account the differences in the disease

biology between the different serovars, including systemic and paratyphoid

Salmonella serotypes. In this context, there is a growing thought that oral

vaccine technology will require a better understanding of GALT, in terms of

structure and function (Lo, 2004). Evidence has also indicated that the initial

interaction of certain pathogens with the innate effector cells can modulate the

further adaptive immune responses. As the blind caeca are considered the main



Chapter 1 Introduction

56

site of Salmonella colonization, it is suggested that caecal tonsils represent the

key regulator of immune responses against Salmonella. However, the role of

the caecal tonsils during the course of Salmonella infection is poorly

understood and the information available about the early cellular responses of

chickens to Salmonella is scarce.

The principle aim of this project was to study and compare the

immunobiology of Salmonella infections at the cellular or molecular level,

both in vivo and in vitro, and to elucidate the type of immune response derived

(either Th1 or Th2 immune mechanism) in response to Salmonella infection in

poultry. This has been approached by carrying out infections of tissue culture

models and chickens with Salmonella serotypes Gallinarum, Pullorum,

Typhimurium, Enteritidis, Hadar and Infantis and studying the interaction of

the cell cultures (epithelial cells and macrophages) and caecal tonsils with

these bacteria.

The objectives of this study were to:

1- Study the interaction of Salmonella with chicken epithelial cells and

macrophages and to examine the gene expression of chicken blood

lymphocytes infected with typhoidal and non-typhoidal Salmonella

serotypes (chapter 3).

2- Study the interaction of Salmonella mutants with avian cells, and to

clarify the role of specific Salmonella virulence determinant markers in

the developed immune mechanisms (chapter 4).
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3- Elucidate the immune responses of caecal tonsils to infection in newly

hatched chicks and older chickens and to examine and record the

cellular changes in the caecal tonsils in response to infection (chapter

5).

The objectives will be discussed in further detail in the beginning of each

chapter in the results section.
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2 General Materials and Methods

2.1 Bacteriology

2.1.1 Media

Nutrient agar (Oxoid, UK) was used for routine cultivation of Salmonella and

determination of intracellular bacterial counts in infected tissue culture cells.

Nutrient broth (Oxoid, UK) was prepared and used for growing Salmonella

prior to experimental infection of cultured cells as well as experimental

chickens. MacConkey agar (Oxoid, UK) was used as a selective medium for

isolation of Salmonella serotypes. A highly selective medium, Brilliant Green

agar (Difco, UK), was also used for selective isolation and counting of

Salmonella in the caecal contents of infected birds. All media were prepared

according to the manufacture’s instructions and sterilized by autoclaving at

121°C for 15 min.

Selenite broth (Oxoid, UK) was used as an enrichment medium for isolation

of Salmonella. The medium was prepared according the manufacture’s

instructions and sterilized by the use of a boiling water bath for 10 min. Soft

agar was used for motility testing of Salmonella stains. The medium was

prepared by adding 1g of nutrient agar base and 3.6g of heart infusion agar

base (Oxoid, UK) to 400 ml distilled water. The medium was then mixed and

sterilized by autoclaving at 121°C for 15 min.

2.1.2 Antibiotics

When required appropriate antibiotics (Sigma-Aldrich, UK) were added to the

bacteriological media. Antibiotics were solubilised in sterile distilled water,
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filter sterilized and then aliquoted (10 ml) and stored at -20°C. The antibiotic

used and their concentrations are shown in Table 2.1.

Table 2.1: Antibiotics used throughout this study

The antibiotic Stock concentration Final concentration

Sodium nalidixate 10 mg/ml 20 µg/ml

Novobiocin 1 mg/ml 1 µg/ml

Vancomycin 100 µg/ml 100 µg/ml

2.1.3 Bacterial strains

The infection studies were carried out using spontaneous nalidixic acid-

resistant (Nalr) as well as mutant strains of well-characterised Salmonella

serovars. The Salmonella strains used in this study are shown in Table 2.2. To

study the immune responses of avian cells to Salmonella, parent strains of S.

Typhimurium 4/74, S. Enteritidis P125109, S. Pullorum 449/87, S. Gallinarum

287/91, S. Hadar 18 and S. Infantis 1326.28, in addition to Escherichia coli K-

12 laboratory strain (Smith, 1978, Kaiser et al., 2000) were used. For in vivo

experiments, S. Enteritidis P125109, S. Infantis 1326.28, S. Pullorum 449/87

and S. Gallinarum 287/91 were used for infection of experimental chickens. In

addition to the wild type Salmonella serotypes, mutant strains of S. Enteritidis

125109, S. Pullorum 449/87 and S. Gallinarum 287/91 serotypes were used to

elucidate the behaviour of avian cells in response to infection with Salmonella

that defective in TTSS-1, TTSS-2 or flagellar machineries. Infection of chicken
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macrophages and epithelial cells was conducted using S. Enteritidis strains

invA, ssaR and fliJ, S. Pullorum strains sipB, spaS and ssaU and S. Gallinarum

Flg+.

In addition to the wild type Salmonella serotypes, mutant strains of S.

Enteritidis 125109, S. Pullorum 449/87 and S. Gallinarum 287/91 serotypes

were used in this experiment. Mutant strains were produced and kindly

provided by Oliveiro O. Neto (Paul Barrow’s group, University of

Nottingham). S. Enteritidis strains invA and fliJ, S. Pullorum strains sipB, spaS

and ssaU and S. Gallinarum Flg+ (flgL) were grown on nutrient agar containing

15 µg/ml chloramphenicol while S. Enteritidis ssaR strain was grown on

nutrient agar containing 20 µg/ml kanamycin. S. Gallinarum Flg+ was motile

on soft nutrient agar while S. Enteritidis fliJ was non motile. The presence or

absence of flagella was confirmed in Flg+ and fliJ strains, respectively, by

electron microscopy. Prior to infection, bacteria were grown to log phase in

nutrient broth (Oxoid ltd, UK) at 37°C in an orbital shaking incubator at 150

rpm/min.
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Table 2.2: Strains of S. enterica used in this study

Salmonella strain Relevant data Source or reference

S. Typhimurium 4/74 Wt, nalr, non-host-specific

SL1344 strain, first isolated from cattle

in the UK in 1960s

Colonizing and invasive to chicken gut

(Jones et al., 1988, Chadfield et al., 2003,

Foster et al., 2006)

S. Enteritidis P125109 Wt, nalr, non-host-specific, PT4

Isolated from a poultry-associated food-

poisoning outbreak in the UK

Virulent in newly hatched chicks,

invasive and causing egg contamination

in laying hens

www.sanger.ac.uk/Projects/Salmonella;(

Barrow, 1991, Barrow and Lovell, 1991,

Thomson et al., 2008)

S. Hadar 18 Wt, nalr, non-host-specific

From Prof. B. Nagy (Veterinary Medicial

Institute of the Hugarian Academy of

Sciences, Budapest) in the 1980s

Colonizing and invasive to chicken gut

(Berndt et al., 2007)

S. Infantis 1326.28 Wt, nalr, non-host-specific

Isolated from health broiler poultry in the

UK in 1970s

Colonizing but weak invasive to chicken

gut

(Barrow et al., 1988, Berndt et al., 2007,

Methner et al., 2010)

S. Pullorum 449/87 Wt, nalr, poultry-specific

Isolated from free range poultry in the

UK in late 1980s

Pullorum disease

(Berchieri et al., 2001, Suar et al., 2006)

S. Gallinarum 287/91 Wt, nalr, poultry-specific

Isolated by Prof. A. Berchieri (University

of Sao Paulo) from diseased egg-laying

hens in Brazil

Fowl typhoid

www.sanger.ac.uk/Projects/Salmonella;(J

ones et al., 2001, Thomson et al., 2008)

S. Enteritidis invA SPI-1, cmr Barrow, P. and Neto, O.C. (unpublished )

S. Enteritidis ssaR SPI-2, knr Barrow, P. and Neto, O.C. (unpublished )

S. Enteritidis fliJ Non-flagellated, non-motile, cmr Barrow, P. and Neto, O.C. (unpublished )

S. Pullorum sipB SPI-1, cmr Barrow, P. and Jones, M. (unpublished)

S. Pullorum spaS SPI-1, cmr (Wigley et al., 2002b)

S. Pullorum ssaU SPI-2, cmr (Wigley et al., 2002b)

S. Gallinarum Flg+ Flagellated, motile, cmr Barrow, P. and Neto, O.C. (unpublished )

Wt: wild type strain; nalr : nalidixic acid resistant; cmr: chloramphenicol resistant; knr:

Kanamycin resistant.
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2.1.4 Nalidixic acid mutation

Nalidixic acid resistance (Nalr) was induced in all serotypes for use in the

experimental infections both in vitro and in vivo. This was originally generated

for infection of chickens (in vivo) to facilitate enumeration of targeted

serotypes to avoid contamination from the gastrointestinal flora and

commensal bacteria. Nalr Salmonella strains have been extensively used in

experimental infection of chickens (Beal et al., 2005, Withanage et al., 2005b,

Sadeyen et al., 2006). To produce there mutants, all strains were incubated

overnight on nutrient agar plates containing sodium nalidixate (40µg/ml)

(Sigma-Aldrich, UK) at 37°C for the growth of single colonies. 10 plates /

serotype were used with different sets of bacterial culture aliquots added (0.4,

0.2 and 0.1 ml /plate). Single colonies were then streaked to another nalidixate

agar plate for purification. A single colony was then picked up for plating on

MacConkey agar and plain nutrient agar plate with addition of nalidixic acid

disk (NA 30, Oxoid, UK). These colonies were further tested with specific

antisera, acriflavine and phosphate buffered saline (PBS) to check for

smoothness and then smooth colonies were further kept as glycerol stocks at -

80°C.

2.1.5 Growth patterns of different serotypes

To determine the growth characteristics for all serotypes and the proper doses

for in vitro infections, growth curves for different Salmonella serotypes were

performed using both the dilution method (viable colony count, VCC) and

spectrophotometery (total bacterial count) (Miles et al., 1938). One ml of a

over night nutrient broth culture was transferred into 100 ml of nutrient broth

and kept in shaking incubator (150 rpm/min) at 37°C with regular monitoring
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of the growth rate at different time points, 0, 1, 2, 3, 4, 5 h and over night.

Growth curves were repeated three times. To determine the bacterial growth,

the optical density (OD) for each bacterial culture was determined at each time

point using spectrophotometer cuvettes at 600 nm wave length. To determine

the viable count, 20 µl of bacterial culture, at each time point, was transferred

to 180 µl of sterile PBS and then mixed gently before preparing a of 10 fold

serial dilution. An aliquot of 100 µl from each dilution was then transferred to

the surface of NA plate and left to dry before being incubated at 37°C o/n.

Colonies were counted and the viable count was converted to the log10 format

and expressed in a chart form. Growth rate of Nalr strains at their exponential

growth phase was also determined using more close time points, 0, 1, 1.20,

1.40, 2, 2.20, 2.40, and 3 h. A calibration graph between the OD and the log10

counts was designed for each strain for the determination of infection doses

which were subsequently confirmed by counting on nutrient agar plates.

Growth curves for all bacterial strains used in this study are shown in the

appendix section.

2.1.6 Confirmation of mutations by polymerase chain reaction (PCR)

2.1.6.1 Extraction of bacterial DNA

1.5 ml of the bacterial suspension was transferred in a 1.5 ml centrifuge tube

and centrifuged at 9000 rpm for 3 min. The supernatant was discarded and the

cell pellet was re-suspended in 200 µl of RNase-free water. The bacterial

suspension was then heated at 100°C for 20 min followed by freezing at -20°C

for about 30 min and then thawing. The bacterial suspension was then

centrifuged and 1 µl of the suspension (contains the bacterial DNA) was

transferred into a PCR tube.
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2.1.6.2 Preparation of PCR Master Mix

Each PCR reaction (25 µl) contains 16 µl RNase free water, 2.5 µl buffer, 2 µl

Magnesium chloride, 1 µl dNTP, 1 µl Forward primer, 1 µl Reverse primer,

0.5 µl Tag polymerase enzyme and 1 µl Template (DNA). PCR was conducted

using the XP Thermal Cycler (Bioer Technology, China) with the following

cycle profile: an initial DNA denaturation step at 94°C for 3 minutes followed

by 35 cycles of 94°C for 20 seconds, 60°C for 30 seconds and 72°C for 90

seconds and then a final extension step at 72°C for 5 minutes. PCR primer

sequences are presented in Table 2.3.
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Table 2.3: Primers used for PCR experiment

Primer Sequence

invA F 5-AGCCACATGAAGTGGATTCGCTG-3

invA R 5-GCCGCGGGCAAAATGGCATC-3

ssaR F 5-ACGGGGGACGTTTTGCCTGT-3

ssaR R 5-GCCACAGCCAATGCAATAAGCC-3

fliJ F 5-TTATTGTGCGTCGTCTGGC-3

fliJ R 5-TGGCGTTAGCGTAGACAGTAGAT-3

flgL F 5-AGTACGCTGGATTCACTGGG-3

flgL R 5-GACGATCATAATCACGCCAG-3

F, forward; R, reverse
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2.1.6.3 Agarose gel electrophoresis and detection of PCR products

One gram of agarose was added to 80 ml of the working solution of TAE

buffer followed by microwaving for 2 min with shaking. After a few minutes

of leaving the preparation at room temperature, 4 µl of ethidium bromide was

added, mixed, followed by pouring into the PCR tank with a comb and allowed

to set for the formation of the gel.

Five µl of the loading buffer was added to 25 µl of PCR mix, mixed well and

then 11 µl was taken and loaded in the gel. 6 µl of the marker was also loaded

in the first lane followed by the run at 110 volts. No template controls were

used. PCR reaction products were visualized by UV transillumination of the

ethidium bromide-stained gel and shown in Figure 2.1.
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Figure 2.1: PCR of S. Enteritidis and S. Gallinarum used in this experiment.

Ethidium bromide-stained PCR products of mutant (M) and wild (W) strains after gel

electrophoresis are shown for fliJ, invA and ssaR (S. Enteritidis) and flgL (S.

Gallinarum). Note the presence of specific bands (products) by the mutant strains

while the wild type strains show no amplification. The image also shows a DNA

ladder (marker) on the right side of the image. NC, non template control.

fliJ invA ssaR

flgL

M M W NC
M M W NC M M

M M W NCW NC

ssaR
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2.2 Salmonella infection of avian cells (in vitro)

2.2.1 Tissue culture cell lines

2.2.1.1 Chicken macrophages (HD11)

For culture and harvest of HD11 cells, the old medium was removed and flasks

were washed out with 10ml PBS to remove any unattached cells. About 1-3ml

of Trypsin-PBS (10%) was added and flasks were then incubated at 37°C up to

5 min until the cells were released from the flask. An equal volume of the

growth media was added and cells were counted to determine the proper

seeding rate. Cells were re-suspended in the proper volume, distributed into

flasks and then incubated at 37°C.

For storage (freezing), HD11 cells were harvested from maintenance flask as

mentioned above. The cell count was identified for freezing. Cells were then

centrifuged at 2500 rpm for 10 min and the cell pellet was re-suspended in ice-

cold cyropreservation media (90% serum with 10% dimethyl sulfoxide (Fisher

Scientific, UK)). One ml containing ca 1x106 cells / ml was transferred into

each cryovial and vials were labelled with an identification code/number, cell

type, date and passage number and then placed in Nalgene cryopreserver

(contains the necessary quantity of propanol) and then placed in -80 over night

before it was transferred to liquid nitrogen. To revive cells, vials were thawed

using a water bath at 37°C. The content was then transferred to a flask

containing the culture media. The flask was then incubated to allow growing

HD11 cells.

For invasion assay, chicken macrophage-like cells (HD11) were cultured as

previously described (Kaiser et al., 2000). Briefly, cells were seeded at 3-4 x
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105 cells/ml in 24-well plates (1 ml/well) and grown at 37°C in 5% CO2 for 48

hrs in RPMI 1640 medium containing 20 mM L-glutamine, 2.5% foetal bovine

serum (FBS), 2.5% chicken serum, 10% tryptose phosphate broth (TPB) and

100 U / ml penicillin/streptomycin (P/S).

2.2.1.2 Chicken kidney cells (CKC)

Primary CKC were prepared from the kidneys of 1-3 week old Ross 308

broiler chicks supplied by PD Hook Hatcheries (Oxford, UK) using the

protocol essentially described by (Barrow and Lovell, 1989). Cells were seeded

in 24-well plates at 1 x 106 cells / ml (1 ml/well) in complete Dulbecco's

modified Eagle's medium (DMEM) provided with 12.5% FBS, 10% TPB, 25 U

/ ml nystatin and P/S and incubated for 72 hrs at 37 °C in 5% CO2 (Figure 2.3).

The back and under the wings of the bird(s) were sprayed with IMS to

dampen the feathers and to clean the bird(s). Using a sturdy pair of scissors and

with taking care to avoid piercing the gut, the back section of the birds(s) was

removed by cutting through the spine halfway along, and through each leg.

Using clean sterile instruments, the kidneys were removed and placed into a

beaker containing PBS. The kidneys were agitated hard and the PBS was

discarded. This step was repeated until the PBS ran clear as this removes a lot

of blood. The contents of the beaker were transferred into a Petri-dish and then,

using two scalpel blades, the kidneys were shredded and chopped to remove

blood clots, connective tissue and kidney core as it is important to remove as

much blood as possible. The chopped tissue was then moved into a medical flat

bottle and washed with PBS until the supernatant runs clear, allowing the

contents to settle for 1 minute in between washes. All supernatants were
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discarded to waste. 50-80 ml of Trypsin/PBS solution was added to the tissue

and agitated moderately hard for 2 minutes. Tissues were allowed to settle for 1

min. the supernatant was discarded. Another volume of Trypsin/PBS solution

was added and agitated for 4 minutes before allowing the contents to settle for

1 minute. The supernatant was then placed into conical flask containing 50-100

ml of FBS. The latter step was repeated, collecting the supernatant in the same

flask, until no more tissue remains. The supernatant was filtered through a

funnel and metal gauze (Potter and Soar Ltd, UK) into a clean flask then

decanted into 50 ml tubes and centrifuged at about 1500 rpm for approx. 10

minutes. The supernatant was discarded and the pellet cells were re-suspended

in growth medium and then triturated not fewer than five times and then

filtered through a 70-µm cell strainer (Fisher Scientific, UK). The volume was

measured and recorded. The cells were counted and then suspended at the

appropriate seeding rate and distributed as required then incubated.

At least two hours before the invasion assays of cells, media were replaced

with either RPMI 1640 (HD11) or DMEM (CKC) without antibiotics.
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2.2.2 Invasion assay

For in vitro infection experiments, bacteria were grown to their exponential

growth phase by inoculating 1 ml of o/n bacterial culture into 100 ml of NB

and kept in shaking incubator (150 rpm/min) at 37°C for about approx. 2 hours.

Bacteria were pelleted prior to suspension in PBS according to the required

challenge dose which was calculated by measuring the optical density of

bacterial cultures at 600 nm and comparing the values with log counts.

Infections were carried out using a multiplicity of infection (MOI) of 10 (10

bacteria to 1 cell) (Kaiser et al., 2000) and tissue culture cells were then

incubated for 48 hr at 37°C. Intracellular bacterial counts and nitric oxide

production were determined at different time points 2, 6, 24, and 48 hr post

infection using the gentamicin protection assay and Greiss assay, respectively

(see below). Intracellular counts were detected after lysing cells with 1% Triton

X-100 solution (Fisher Scientific, UK). Cell supernatants were kept at -20°C

for the estimation of nitrite.

The invasion and persistence of Salmonella in epithelial cells and

macrophages was determined by using the gentamicin protection assay as

previously described by (Jones et al., 2001, Smith et al., 2005). Briefly, HD11

cells or CKC grown in 24 well plates were infected with different Salmonella

serotypes (100 µl per well). After 1 hr of incubating the bacteria with the cells,

the media was changed with RPMI or DMEM containing gentamicin sulphate

(100µg / ml) (Sigma-Aldrich, UK) and further incubated for another 1 hr to kill

the extracellular bacteria. The cells were then washed three times with

antibiotic free medium. The count of bacterial invasion and/or uptake was

made by adding of 100 µl of 1% Triton X-100in PBS (for lysing cells) and then
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plating on NA plates. To determine bacterial survival inside infected cells, cells

were kept in media containing gentamicin sulphate (20 µg / ml) to inhibit the

extracellular bacterial multiplication. At 6, 24 and 48 hr post-infection, the

cells monolayer was washed three times in pre-warmed PBS before lysing cells

with 100 µl of 1% Triton X-100 solution. Viable counts were determined and

are shown as CFU/ml.

2.2.3 Griess assay

Nitrite, a metabolite of nitric oxide (NO), produced from infected macrophages

was measured by testing the tissue culture supernatants using the Griess assay

(Green et al., 1982, Ding et al., 1988). Griess reagent was prepared by

dissolving 1% sulphanilamide and 0.1% naphthylethylenediamine

dihydrochloride separately in 2.5% phosphoric acid (Sigma-Aldrich, UK).

Briefly, an aliquot of 50 µl of the culture fluid from each sample was collected

and transferred to a 96- well flat-bottom microtitre plate before 50 µl of Griess

reagent solution was added. After 10 min of incubation at room temperature,

nitrite concentration was detected by measuring the absorbance at 520 nm

using a Fluostar Optima micotitre plate reader (BMG Labtech Ltd, UK).

Sodium nitrite (Sigma-Aldrich, UK) double fold serial dilutions (125 to 0.97

µM final concentrations) were used as a standard to determine NO

concentrations in the cell-free medium (Figure 2.2). Three wells were used for

each sample in each time point to get an accurate reading for the reaction. A

LPS-stimulated cell culture was used as a positive control.
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Figure 2.2: Sodium nitrite standard curve.

An example of sodium nitrite standard curve for determination of nitrite concentration

in HD11 cells supernatants.
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2.2.4 Oxidative burst assay

ROS produced from infected HD11 cells as a result of phagocysis was

measured by oxidation of 2',7' dichlorofluorescein-diacetate (DCFH-DA)

(Sigma-Aldrich, UK) to fluorescent DCF as essentailly described (He et al.,

2009). Briefly, 1 ml of HD11 cells containing 1x106 cells / ml RPMI was

infected with different Salmonella serovars in sterile centrifuge tubes

containing 10 µg/ml of DCFH-DA and incubated at 37°C in 5% CO2. After 1 h

of incubation, 150 µl of cell culture aliquots were then transferred to a black

96-well plate and the relative fluorescent units (RFU) were measured at

485/520 nm using Fluostar Optima micotitre plate reader (BMG Labtech Ltd,

UK). Phorbol 12-myristate 13-acetate (PMA)-stimulated cell cultures were

used as positive controls and uninfected cells as negative controls.

2.2.5 Formalized Salmonella

To study the immune dynamic response of both HD11 and CKC to killed or

inactivated Salmonella, killed formalized bacteria were used. Serial dilutions

(0.5-3%) were made to determine the proper concentration of formaldehyde

(Sigma-Aldrich, UK) which is sufficient to kill 100% of bacterial cells.

Infection doses were determined as described earlier and 10 µl of formalin was

added to each 1 ml of bacteria suspended in PBS, mixed and kept o/n at 4°C,

this gives the concentration of 1% formaldehyde. On the next day, bacterial

suspensions were centrifuged at 5500 rpm for 12 min and supernatants were

removed. The cell pellets were re-suspended again in warm PBS. Two

inoculums (100 µl each) were taken from each strain, one for infecting the

tissue culture cells and the other for plating on nutrient agar to ensure the

absence of any viable bacteria. Invasion assay was carried out and further
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procedures were conducted as described above for RNA extraction, cDNA

synthesis and qRT-PCR for CXCLi2 and IL-6 genes.

2.2.6 Isolation of blood lymphocytes

Blood was collected from chickens at 20 and 21 days of age using sterile

needles (G23). Each bird was euthanized (by cervical dislocation) and blood

was collected immediately into 15 ml tubes containing 5 µl of 10 mg/ml

heparin (Sigma-Aldrich, UK). Blood was diluted 1:1 using sterile PBS and

then layered over histopaque-1077 (Sigma-Aldrich, UK), the proportion of

histopaque : blood being 2:3. Diluted blood was poured onto the histopaque

very carefully and then centrifuged at 3000 rpm for 20 min. After removing the

upper layer without disturbing the lymphocyte layer, the ring was harvested

using sterile Pasteur pipette, washed twice with RBCs lysis buffer and then

with a sterile PBS. Cells were counted using the trypan blue exclusion and

counts were recorded. Cells were then re-suspended in RPMI containing

gentamicin (20 µg / ml) at the concentration of 1x105 cells/ml.

2.2.7 Macrophage-lymphocyte co-culture and Salmonella infection

HD11 was seeded at 2x104 cells/ml in 24-well tissue culture plates one day

prior to the collection of blood. On the day of co-culture, HD11 was infected

with either S. Enteritidis or S. Pullorum at MOI of 5 (i.e. 1x105 CFU/well) or

stimulated with LPS, incubated for 1 h and then gentamicin assay was

conducted as described in chapter 2. 2 h post-infection, media was removed

and lymphocytes 1x105 cells/ml in RPMI containing gentamicin (20 µg / ml)

were added and incubated at 37°C for 7 days (to allow differentiation of

lymphocytes). At the same time point, HD11 cells were lysed using 1% Triton
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X-100 and intracellular bacterial counts were determined as described earlier in

chapter 2.

2.3 Salmonella infection of poultry

2.3.1 Chickens and experimental design

For this study, a total of seventy five one-day-old Ross 308 commercial broiler

chicks were obtained from PD Hook Hatcheries (Oxfordshire, UK). The birds

were divided into groups (the number varied according to the relevant

experiment) and were given ad libitum access to antibiotic-free feed and water.

In the first experiment, a total of twenty five one-day-old chicks were divided

into five groups, five birds each. The first four groups were infected orally with

Salmonella serotypes (one serotype per group). Each bird was inoculated orally

with 0.1 ml of bacterial suspension containing ca. 1x108 CFU of the

corresponding Salmonella serovar. The control group was mock infected with

0.1 ml of sterile nutrient broth. In the second experiment, a total of fifty one-

day-old chicks were divided into five groups of 10 birds each, and were given

access to antibiotic-free feed and water ad libitum, until they reached three

weeks of age. To confirm that birds were free from contaminating Salmonella

prior to infection, random litter samples were taken from different groups and

tested for the presence of Salmonella. Samples were incubated in Selenite broth

(Sigma-Aldrich, UK) at 37°C for 24h and then plated on Brilliant Green agar

(Oxoid Ltd, UK) at 37°C for 24h before testing suspect colonies for slide

agglutination with Salmonella-specific polyclonal antibodies. The first four

groups of three-week-old chickens were infected orally with Salmonella

serotypes (one serotype per group). Each bird was inoculated orally with 0.3 ml

of the bacterial culture containing ca. 3x108 CFU of the Salmonella serovar.
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The control group was mock-infected with 0.3 ml of sterile nutrient broth. At

four days post-infection, birds were euthanized and tissue samples were taken

post-mortem for further investigations. This work was carried out under Home

Office license (project license PPL 40/3048) and had local ethical approval.

2.3.2 Vancomycin susceptibility test

A loopful from an overnight culture of each Salmonella serotype tested in this

experiment was collected and streaked onto the whole surface of a nutrient agar

plate. A drop of 20µl of 100 µg/ml vancomycin solution was added onto a

blank paper disc which was further placed onto the lawn Salmonella culture.

Plates were incubated overnight at 37°C. The presence of an inhibitory zone

around the disc was read as a positive result for resistance. All tested

Salmonella serotypes were observed to be resistant to vancomycin by

sensitivity testing.

2.3.3 Vancomycin administration

To enhance colonisation by the different serovars, especially S. Gallinarum and

S. Pullorum such that differences in colonisation would not become a major

factor in any quantitative immunological responses observed, the glycopeptide

antibiotic vancomycin (Sigma-Aldrich, UK), related to avoparcin (Barrow,

1989), was administered one day prior to infection of three-week-old chickens.

The antibiotic was added in drinking water at the concentration of 100 µg/ml

and each bird was inoculated orally on one occasion with 0.5 ml of

vancomycin solution 40 mg/ml.
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2.3.4 Sampling

At the day of sampling, birds were euthanized and caecal contents were

collected in a sterile cold 15 ml centrifuge tubes before being transferred to the

microbiology lab for further bacteriological examination. Tissue samples of

caecal tonsils and spleens were placed directly in RNA-later (Sigma-Aldrich,

UK) at 4°C for 24 hours and then stored at -80°C prior to RNA extraction.

Caecal tonsils were also collected and placed in 10% NBF for histological

examination or snap frozen for immunohistochemical staining procedures or

transferred into a sterile 15 ml centrifuge tubes containing 5 ml of sterile PBS

for flow cytometry.

2.3.5 Bacteriology

Previously weighed 15 ml sterile tubes were used to determine the weight (in

grams) of the caecal contents from each individual bird. Caecal contents were

then decimal-diluted using phosphate buffered saline (PBS) while spleen

samples were homogenized using Griffiths tubes in a 1 ml sterile PBS and then

plated on Brilliant Green agar containing sodium nalidixate (20 µg/ml) and

novobiocin (1 µg/ml) at 37°C for 18-24h. Caecal counts of different

Salmonella strains were easily enumerated and then expressed as Log10 CFU/g.

2.3.6 Histopathology

Caecal tonsils were processed using a routine histological procedure. Briefly,

samples were fixed in 10% neutral buffered formalin (NBF) for 24h,

dehydrated and embedded in paraffin wax and then cut as 6-µm sections.

Sections were stained with haematoxylin and eosin (H&E) using standard

procedures and observed with the light microscope (Leica Microsystems, UK)
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using Image-Pro Plus software (Media Cybernetics, UK). This work was

performed according to the following protocols:

2.3.6.1 Tissue fixation

The tissue was removed from the bird and placed into NBF solution at room

temperature. After 24 h, NBF was removed (to avoid over-fixation) and PBS

rinse solution (0.5 mM phosphate, 7.5 mM sodium chloride, pH 7.4) was

added. The tissue was kept in PBS rinse solution for 24 h. PBS rinse solution

was then removed and the tissue was transferred into 70% ethanol until the

tissue was processed/embedded.

2.3.6.2 Paraffin embedding

Fixed tissues were placed in the embedding cassettes and then placed in the

tissue processor (Leica Microsystems Ltd, UK) to be processed for paraffin

embedding programme (10 hours 30 min) as follow:

1. Ethanol 70% for 1 h

2. Ethanol 80% for 1 h

3. Ethanol 95% for 1 h

4. Ethanol 100%, four changes, 30 min each

5. Histoclear, three changes, 1 h each

6. Paraffin, two changes, the first for 1 h and the second for 1.30 h.

Tissues were then embedded into paraffin blocks.

2.3.6.3 Sectioning

Paraffin blocks were trimmed and then cut as 6-µm sections using a microtome

onto a small glass moistened with 30% ethanol. The paraffin sections were

placed in a water bath at 40°C and then mounted onto polysene coated glass
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slides and were allowed to dry at 40°C for around 20 min. Sections were then

placed in an oven at 52°C overnight.

2.3.6.4 H&E staining

Sections were deparaffinised in Histoclear for two times 5 min each. Sections

were then placed in 100% ethanol for 2 min followed by 95% ethanol for

another 2 min and then 70% ethanol for 2 min. Slides were rinsed in running

water, stained with haematoxylin for up to 3 min and then washed using tap

water. Slides were dipped in 1% IMS, washed in tap water, dipped in

ammoniated water and then the staining was checked under the microscope.

Sections were washed with water. Sections were stained with eosin for 5 min

and then washed with water until water runs clear. Slides were then placed in

70% ethanol for 2 min followed by 95% ethanol for another 2 min and then

100% ethanol for 2 min. Slides were placed in a histoclear jar and kept for 5

min and then in xylene for another 5 min. Slides were then mounted using

DPX mountant (Fisher Scientific, UK) and kept overnight to dry. Slides were

then examined under the microscope.

2.3.7 Immunohistochemistry

Frozen sections were prepared from caecal tonsils as previously described

(Cheeseman et al., 2008) and sections were stained using the Vectastain ABC

kit (Vector Laboratories Ltd, UK), following the manufacturer’s instructions.

Briefly, caecal tonsils were placed in OCT medium in cryomolds and snap

frozen in liquid nitrogen and then kept at -80ºC prior to cutting for

immunohistchemical staining. Sections of 6-µm thickness were cut using

cryostat, mounted on polysene coated slides and fixed with ice cold acetone.
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After incubating slides with diluted normal serum for 30 min, slides were

incubated with primary mouse anti-chicken monoclonal antibodies (Cambridge

Bioscience, UK) against chicken monocytes/macrophages (KUL01, 1:200) or

B-lymphocytes (AV20, 1:300) for 30 min in room temperature. Slides were

washed twice with PBS-Tween for 5 min and then incubated with diluted

biotinylated secondary antibody solution for 30 min. slides were washed twice

and then incubated with 3-4 drops of ABC-Peroxidase Solution (Vectastain

ABC reagent) for 30 min. Slides were washed twice, incubated with 0.05% 3,

3´ diaminobinzidine (DAB) (Sigma-Aldrich, UK) in 0.01 M PBS (pH 7.2)

containing 0.015% hydrogen peroxide for 1-3 min, dehydrated and

counterstained with haematoxylin. Two sections were stained per bird and two

separate random images were taken per section (Leica Microsystems, UK), as

previously described by (Cheeseman et al., 2008). Data were expressed as an

average of four measurements in the form of a percentage of brown stained

area (positive) to blue stained area (negative) using Image-Pro Plus software

(Media Cybernetics, UK). For each slide, a tissue section from the caecal tonsil

was used as negative control (no primary antibody was added).

2.3.8 Isolation of lymphocytes for flow cytometry

Isolation of lymphocytes from the caecal tonsils was performed according to

the modified protocol of (Fan et al., 2009). Briefly, caecal tonsils were placed

in Petri dishes containing 5 ml of cold, Hank’s balanced salt solution (HBSS).

Each caecal tonsil was gently glass-ground using the Griffith’s tubes, and the

cell suspension was passed through a 70 µm white cell strainer into a beaker

before it has been transferred to a 15-ml centrifuge tube for centrifugation at

400 g for 10 min at room temperature. The pellet was then disrupted and re-
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suspended in 8 ml of HBSS, layered over 5 ml of 67% Percoll and centrifuged

at 600 g for 20 min at room temperature. The cells at the interface were

harvested with a Pasteur pipette and washed twice with HBSS. Cells were then

kept in 24 well plates for 2 hrs to allow macrophages to settle down and then

the supernatants (containing lymphocytes) were collected and incubated with

serum for 30 min to block any non specific reaction. Viability was assessed by

trypan blue exclusion and the total caecal tonsil cell yield was determined with

a haemocytometer. Cells were then fixed using 70% ice-cold methanol and

kept in -20°C until the day of processing.

Cells counts were adjusted to 105/ ml using HBSS and 1 ml of the cell

suspension was placed into 1.5 ml microcentrifuge tubes for cell staining. To

detect the phenotypes of lymphocytes isolated from caecal tonsils, 105 cells

were incubated with mouse anti-chicken CD3, CD4 and CD8α (Cambridge 

Bioscience, UK) for 30 min on ice in the dark. All monoclonal antibodies were

either conjugated with fluoresceinisothiocyanate (FITC) or phycoerythin (PE)

or PE-Cy5. Then the incubated cells were washed twice with cold HBSS and

then the antigen expression was measured by flow cytometry using BD

FACSCanto II flow cytometer (BD Biosciences, UK).

2.4 Quantification of mRNA gene transcripts

2.4.1 RNA extraction and cDNA synthesis

To study cytokine gene expression after Salmonella infection, total RNA was

extracted from infected cells or tissues using the Nucleospin RNA II kit

(Macherey-Nagel; Fisher Scientific, UK) following the manufacturer’s

instructions. Caecal tonsils and spleens were homogenized in a mortar and

pestle using liquid nitrogen into a powder form. Homogenized tissue samples
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or tissue culture cells were then lysed in 350 µl lysis buffer (RA1, provided by

the kit) containing 10% of β-mercaptoethanol, snap frozen in liquid nitrogen 

and then moved to -80°C prior to the extraction of total RNA. For the

extraction of RNA, the lysate was filtered through a filter column by

centrifugation at 11.000 g for 1 min followed by the addition of 350 µl of

ethanol 70% to homogenize the lysate. The latter mixture was then passed

through the RNA column to bind RNA then 350 µl of membrane desalting

buffer was added. DNase treatment was conducted to eliminate contaminating

DNA. The RNA column was washed using RA2 and RA3 wash buffers

(provided by the kit) and the purified RNA was eluted in 60 µl of RNase-free

water and then tested for quality and quantity using spectral analysis by

NanoDrop spectrophotometer ND-1000 (Labtech International Ltd, UK) and

then kept at -80°C until use. For cDNA synthesis, RNA samples (1 µg per

sample) were reverse-transcribed using the Transcriptor First Strand cDNA

Synthesis kit (Roche Applied Science, UK) following the manufacturer’s

guidelines. Briefly, the template-primer mixture for each 20 µl PCR reaction

was prepared by adding 1 µg of total RNA in a sterile, nuclease-free PCR tube

followed by the addition of 4 µl of reverse transcriptase reaction buffer and 0.5

µl of protector RNase inhibitor. 2 µl of deoxynucleotide mix was added

followed by 2 µl of random hexamer primer. Finally, 0.5 µl of reverse

transcriptase was added and the reagents were mixed carefully. Amplification

and cDNA synthesis were done using Techne TC-512 thermal cycler (Bibby

Scientific Ltd, UK) with following cycle profile: 10 min at 25°C, 30 min at

55°C followed by 5 min at 85°C. The resulting cDNAs were randomly tested
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using the NanoDrop spectrophotometer ND-1000 and then stored at -20°C

prior to the performance of quantitative real-time RT-PCR.

2.4.2 Quantitative real-time RT-PCR (qRT-PCR).

Quantitative real-time reverse transcription polymerase chain reaction (qRT-

PCR) is considered a highly sensitive and reliable mean to measure and

quantify the avian cytokines and chemokines, as illustrated by a relatively

recently published literature (Kaiser et al., 2000, Kaiser et al., 2003, Withanage

et al., 2004, Smith et al., 2005, Swaggerty et al., 2008). QRT-PCR is used to

ampilify and quantify a targeted DNA based on sequence-specific

hybridization using a specific probe and pair of flanking primers. In the present

study, gene expression of cytokines and chemokines was measured by

quantitative real-time PCR using the Light Cycler 480 System (Roche Applied

Science, UK). Primer and probe sequences are shown in Table 2.4. Genes were

selected to test the stimulation both arms of immune responses (innate and

adaptive) that could be stimulated following infection with different serotypes

of Salmonella (Table 2.5). Gene expression of TLR4 and TLR5 was also

studied in vitro. Primers and probes for the house keeping gene (28S),

inducible nitric oxide synthase (iNOS), CXCLi1, CXCLi2, IL-6, IFN-γ, IL-4, 

IL-13 and IL-10 genes have been described previously (Kaiser et al., 2000,

Withanage et al., 2004, Avery et al., 2004). Primers and probes sequences for

lipopolysaccaride-induced tumour necrosis alpha factor (LITAF), IL-12β, IL-

18, MIP-1β (CCLi2), TLR4 and TLR5 were designed using ENSEMBL 

database (http://www.ensembl.org) and Roche probe design centre

(https://www.roche-applied-science.com). Probes were labelled with the

fluorescent reporter dye 5-carboxyfluorescein (FAM) at the 5' end and the
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quencher N,N,N,N'-tetramethyl-6-carboxyrhodamine (TAMRA) at the 3' end.

QRT-PCR was performed using the Light Cycler 480 Probes Master kit (Roche

Applied Science, UK) with the following cycle profile: one cycle at 95°C for

10 min, 45 cycles at 95°C for 10 s, 60°C for 30 s and 72°C for 1 s and one

cycle at 40°C for 30 s. For qRT-PCR, 96-well PCR plates were used with 20 µl

added per reaction (well). For the test samples, each RT-PCR mixture

consisted of 1x light cycler probe master, 300 nM forward primer, 300 nM

reverse primer, 100 nM probe, 2 µl (50 ng) template (DNA), made up to 20 µl

with RNase free water. Each qRT-PCR experiment contained three no-template

controls, test samples, a calibrator from uninfected cells and a standard log10

dilution series. Each PCR reaction was performed in triplicate. In this study,

RNA from lipopolysaccharide-stimulated HD11 cells or COS-7 cells was used

as standard control for generation of standard curves (Figure 2.3). Log10 serial

dilutions were made and PCR efficiencies were calculated using the LC480

software (Table 2.6). Ideally the PCR efficiency should be 100%, which means

that the amount of the product doubles each cycle (E=2). Normalized values

were determined using the advanced relative quantification method (Pfaffl et

al., 2002) using LC480 analysis software.
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Table 2.4: Primer and probe sequences for qRT-PCR

*P, probe; F, forward primer; R, reverse primer

Target
RNA

Probe /
primer*

Sequence Accession
number

28S P
F
R

5'-(FAM)-AGGACCGCTACGGACCTCCACCA-(TAMRA)-3'
5'-GGCGAAGCCAGAGGAAACT-3'
5'-GACGACCGATTTGCACGTC-3'

X59733

IL-6 P
F
R

5'-(FAM)-AGGAGAAATGCCTGACGAAGCTCTCCA-(TAMRA)-3'
5'-GCTCGCCGGCTTCGA-3'
5'-GGTAGGTCTGAAAGGCGAACAG-3'

AJ250838

CXCLi1 P
F
R

5'-(FAM)-CCACATTCTTGCAGTGAGGTCCGCT-(TAMRA)-3'
5'-CCAGTGCATAGAGACTCATTCCAAA-3'
5'-TGCCATCTTTCAGAGTAGCTATGACT-3'

AF277660

CXCLi2 P
F
R

5'-(FAM)-TCTTTACCAGCGTCCTACCTTGCGACA-(TAMRA)-3'
5'-GCCCTCCTCCTGGTTTCAG-3'
5'-TGGCACCGCAGCTCATT-3'

AJ009800

iNOS P
F
R

5'-(FAM)-TCCACAGACATACAGATGCCCTTCCTCTTT-(TAMRA)-3'
5'-TTGGAAACCAAAGTGTGTAATATCTTG-3'
5'-CCCTGGCCATGCGTACAT-3'

U46504

IFN-γ P 
F
R

5'-(FAM)-TGGCCAAGCTCCCGATGAACGA-(TAMRA)-3'
5'-GTGAAGAAGGTGAAAGATATCATGGA-3'
5'-GCTTTGCGCTGGATTCTCA-3'

Y07922

IL-4 P
F
R

5'-(FAM)-AGCAGCACCTCCCTCAAGGCACC-(TAMRA)-3'
5'-AACATGCGTCAGCTCCTGAAT-3'
5'-TCTGCTAGGAACTTCTCCATTGAA-3'

AJ621735

IL-13 P
F
R

5'-(FAM)-CATTGCAAGGGACCTGCACTCCTCTG-(TAMRA)-3'
5'-CACCCAGGGCATCCAGAA-3'
5'-TCCGATCCTTGAAAGCCACTT-3'

AJ621735

IL-10 P
F
R

5'-(FAM)-CGACGATGCGGCGCTGTCA-(TAMRA)-3'
5'-CATGCTGCTGGGCCTGAA-3'
5'-CGTCTCCTTGATCTGCTTGATG-3'

AJ621614

LITAF P
F
R

5'-(FAM)-TGGTGGCC-(TAMRA)-3'
5'-GAGCGTTGACTTGGCTGTC -3'
5'-AAGCAACAACCAGCTATGCAC -3'

NM_204267

IL-18 P
F
R

5'-(FAM)-GGAAGGAG-(TAMRA)-3'
5'-AGAGCATGGGAAAATGGTTG-3'
5'-CCAGGAATGTCTTTGGGAAC-3'

AJ276026

MIP-1β 
(CCLi2)

P
F
R

5'-(FAM)-TCCTGCTG-(TAMRA)-3'
5'-TGCCATCTGCTACCAGACCT-3'
5'-GCCGGGAGATGTAGGTGA-3'

AJ243034

IL-12β P 
F
R

5'-(FAM)-TGATGAGC-(TAMRA)-3'
5'-AGCACAAAGAAATACAAAAGCAAG-3'
5'-GTCTTTTGGCCCAGTCTTTG-3'

AJ564201

TLR4 P
F
R

5'-(FAM)-CCTGGAGG-(TAMRA)-3'
5'-ACTCTTGGGGTGCTGCTG-3'
5'-GTGCATCTGAAAGCTGTGCT-3'

NM_001030693

TLR5 P
F
R

5'-(FAM)-CATCACCA-(TAMRA)-3'
5'-GGGCATTTGTTTTGTCTGGT-3'
5'-GGTGGATGGCTTCCTATCAA-3'

NM_001024586
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Table 2.5: A list of the avian immune mediators tested and their function.

Immune mediator Function Reference

CXCLi1 Chemoattraction of cells, particularly heterophils

Inflammation

(Withanage et al., 2004,

Kaiser and Staheli, 2008)

CXCLi2 Chemoattraction of cells, particularly monocytes and

heterophils

Inflammation

(Withanage et al., 2004,

Kaiser and Staheli, 2008)

CCLi2 Chemoattractant for splenic B cells (Rossi et al., 1999,

Withanage et al., 2005b)

IL-6 Pro-inflammatory and acute phase responses

Immune regulation and haematopoesis

(Kaiser et al., 2000,

Schneider et al., 2001)

iNOS NO production and Inflammation

Bacterial clearance

(He and Kogut, 2003,

Berndt et al., 2007)

IFN-γ Potent macrophage activating factor 

Increase the expression of MHC class II

Class switching of immunoglobulins

Th1 (cellular) responses

(Wigley and Kaiser,

2003, Kaiser and Staheli,

2008)

IL-4 Stimulate antibody production

Th2 (humoral) responses

(Degen et al., 2005,

Kaiser and Staheli, 2008,

Chappell et al., 2009)

IL-13 Stimulate antibody production

Th2 (humoral) responses

(Degen et al., 2005,

Kaiser and Staheli, 2008)

IL-10 Immune regulation

Anti-inflammatory

(Rothwell et al., 2004,

Couper et al., 2008)

LITAF TNF-α expression 

Bacterial clearance and inflammation

(Myokai et al., 1999,

Hong et al., 2006b)

IL-12β Macrophage activation, T-cell growth 

Th1 responses

(Wigley and Kaiser,

2003)

IL-18 Stimulate production of IFN-γ  

Th1 responses

(Wigley and Kaiser,

2003)
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Table 2.6: Data from qRT-PCR standard curves

Target gene Log dilutions PCR efficiencies (E)*

28S

IL-6

CXCLi1

CXCLi2

iNOS

IFN-γ 

IL-4

IL-13

IL-10

LITAF

IL-18

CCLi2

IL-12β 

TLR4

TLR5

10-1-10-6

10-1-10-5

10-1-10-5

10-1-10-5

10-1-10-5

10-1-10-6

10-1-10-6

10-1-10-6

10-1-10-5

10-1-10-5

10-1-10-5

10-1-10-5

10-1-10-3

10-1-10-4

10-1-10-4

2.17a

2.18

1.96

2.17

1.96

1.70

1.77

1.94

2.18

2.11

1.93

2.04

2.00

1.90

2.35

1.99b

2.10

2.02

2.10

2.00

2.15

2.12

2.13

1.96

2.01

2.02c

2.21

2.33

2.18

2.13

2.32

2.00d

2.21

1.89

2.19

1.84

1.97e

1.96

2.10

2.09

1.97

1.94

1.92

2.08

2.50

1.91

1.75f

1.92

1.90

1.82

1.74

1.88

1.83

2.05

2.10

1.95

1.79g

2.02

2.00

1.92

1.76

1.85

1.75

1.86

2.06

2.01

*QRT-PCR experiments of (a,b) HD11 cells and (c,d) CKC infected with S. enterica,

(e) caecal tonsils of Salmonella-infected one-day-old chicks, (f) caecal tonsils and (g)

spleens of Salmonella-infected three-week-old chickens.



Chapter 2 Methodology

89

Figure 2.3: Snapshot of qRT-PCR standard curve.

In this case, Th2 cytokine, IL-4, standard curve was generated using LC480 for

determination of mRNA gene expression in caecal tonsils of three-week-old chickens

infected with Salmonella serotypes. Ten-fold serial dilutions 10-1 to 10-6, PCR

efficiency of 1.83.
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2.5 Statistical analysis

For qRT-PCR experiments, data were normalized using an advanced relative

quantification method using LC480 analysis software. The ratio of expression

of each target gene was based on its relative expression against the level of

expression of 28S reference gene (Pfaffl et al., 2002, Haghighi et al., 2008).

Normalized values were expressed according to the following formula:

Normalized ratio = ET
CpT(C) - CpT (S) x ER

CpR(S)-CpR(C) where:

CpT/CpR : Cycle number at target/reference detection threshold (crossing

point)

ET/ER : Efficiency of target/reference amplification

T : Target

R : Reference

S : Sample

C : Calibrator

Statistical analysis was carried out using GraphPad Prism software (using the

analysis of variance (ANOVA)) and Microsoft Excel (using Student’s t test).

Data were analysed using either two-way ANOVA followed by Bonferroni

post-test or one-way ANOVA followed by Tukey’s multiple comparison test to

detect differences between the treated groups. In all cases, differences were

considered significant if P<0.05. Specific statistical analyses are described in

more details in the experimental chapters where appropriate.
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3 Immune dynamics following Salmonella infection of cultured avian

cells; invasion and persistence, nitric oxide and oxygen production

and differential host gene expression

3.1 Introduction

HD11 cells, a transformed line of chick macrophage-like cells, together with

chicken kidney cells (CKC) models (Kaiser et al., 2000) were chosen to study

their response to Salmonella infection. These cells are standard models for in

vitro interactions of this sort. Invasion of CKC by S. Typhimurium and S.

Enteritidis induces a strong pro-inflammatory response indicated by high levels

of IL-6 cytokine production (Kaiser et al., 2000). The production of pro-

inflammatory cytokines has been associated with infection of HD11 with many

bacterial pathogens including Salmonella (Zhang et al., 2008), Campylobacter

(Smith et al., 2005) and Chlamydophila (Beeckman et al., 2010). Also, up-

regulation of interferon-γ (IFN-γ) has been correlated with baculovirus 

infection of HD11 (Han et al., 2009).

Studies have shown that Salmonella infections induce cellular changes in the

tissues of infected birds, including the caeca (Van Immerseel et al., 2002a,

Berndt et al., 2007), spleen (Sasai et al., 1997), thymus (Sasai et al., 1997),

bursa of Fabricius (Berndt and Methner, 2004) and reproductive organs

(Withanage et al., 1998, Withanage et al., 2003). However, the gene expression

of chicken lymphocytes in response to Salmonella has not been described and

it is unclear which mechanism (Th1 or Th2) is developed following infection

with Salmonella. Therefore, the aim of this experiment was to elucidate and

compare the immune responses of avian cells infected with different serovars
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of Salmonella. Given that the biology of the various pathotypes of S. enterica

are so different and include (i) typhoid infection (S. Gallinarum), (ii) pullorum

disease with persistent carrier infection (S. Pullorum), (iii) highly invasive and

colonising (S. Enteritidis, S. Typhimurium) and (iv) poorly invasive and

colonising (S. Infantis, S. Hadar), this experiment was conducted to investigate

the host response to individual representative strains from these four

pathotypes. The nature of the adaptive immune responses developed in

response to infection with a paratyphoid serotype (S. Enteritidis) or a systemic

serotype (S. Pullorum) in primary blood lymphocytes was also examined.
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3.2 Results

3.2.1 Invasion and intracellular survival of Salmonella in avian cells

The intracellular bacterial survival in HD11 cells and CKC was determined

using a gentamicin protection assay. The results of invasion and survival of

Salmonella and E. coli K-12 in both cells lines are given in Tables 3.2 and 3.3.

Generally S. Typhimurium, S. Enteritidis, S. Hadar and S. Infantis invaded

and/or were taken up by both types of cells in greater numbers than S.

Pullorum, S. Gallinarum and E. coli-K12 (P<0.05). Bacterial counts in CKC

remained stable during the 48h period. In contrast, bacterial counts in HD11

began to decline at 6h post-infection with the 48h being significantly lower

than 2h (P=0.0009) , 6h (P=0.001) or 24h (P=0.02). The number of S.

Typhimurium recovered from CKC was higher than that of the other serotypes

at 2 h post-infection. Compared to CKC, the number of intracellular bacteria

detected from HD11 cells was higher during the 48 h infection period. E. coli

K-12 could not be detected from infected CKC at 24 or 48 h post-infection.

For macrophage-lymphocyte co-culture experiment, the intracellular bacterial

were determined in HD11 cells at 2 h post-infection. The intracellular counts of

S. Enteritidis and S. Pullorum were Log10 3.34 ± 0.04 and Log10 2.77 ± 0.06,

respectively. Consistent with the earlier findings, the number of S. Enteritidis

internalized by HD11 cells was statistically significantly higher than that of S.

Pullorum (P<0.05).
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Table 3.1: Invasion of HD11 with Salmonella serotypes and E. coli

Serotype

Log 10

inoculum
counts

Intracellular bacterial counts (log 10 CFU/ml)*

2 h 6 h 24 h 48 h

S. Typhimurium 6.955±0.11 6.390±0.03 6.321±0.07 5.358±0.07 4.305±0.03

S. Enteritidis 6.867±0.08 6.389±0.05 6.176±0.08 5.204±0.18 3.963±0.39

S. Hadar 6.938±0.12 6.366±0.01 5.958±0.04 5.477±0.13 4.558±0.24

S. Infantis 7.031±0.12 6.494±0.05 6.067±0.09 5.323±0.02 4.264±0.10

S. Pullorum 6.856±0.11 4.811±0.34 4.577±0.29 4.039±0.27 3.004±0.21

S. Gallinarum 6.907±0.03 4.922±0.34 4.889±0.32 4.558±0.32 2.978±0.51

E. coli K-12 6.945±0.12 4.363±0.13 4.169±0.16 3.332±0.14 2.626±0.28

*Values are expressed as means ± standard errors of three independent experiments.

At all time points, S. Typhimurium, S. Enteritidis, S. Hadar, and S. Infantis were more

internalized by HD11 cells than S. Pullorum, S. Gallinarum or E. coli-K12 (P<0.05).
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Table 3.2: Invasion of CKC with Salmonella serotypes and E. coli

Serotype

Log 10

inoculum
counts

Intracellular bacterial counts (log 10 CFU/ml)*

2 h 6 h 24 h 48 h

S. Typhimurium 7.090±0.06 5.517±0.45 5.938±0.13 6.756±0.32 5.368±0.13

S. Enteritidis 7.188±0.03 4.898±0.04 5.299±0.11 6.158±0.09 5.292±0.07

S. Hadar 7.221±0.11 4.618±0.18 5.675±0.09 6.932±0.09 5.754±0.32

S. Infantis 7.211±0.01 4.472±0.16 5.973±0.06 6.574±0.47 5.490±0.29

S. Pullorum 6.956±0.22 3.329±0.26 3.509±0.31 3.777±0.39 2.534±0.27

S. Gallinarum 6.978±0.21 3.122±0.12 4.312±0.35 4.686±0.15 2.859±0.28

E. coli K-12 7.206±0.06 2.201±0.20 2.00±0.00 - -

*Values are expressed as means ± standard errors of three independent experiments.

At all time points, S. Typhimurium, S. Enteritidis, S. Hadar, and S. Infantis were more

internalized by CKC than S. Pullorum, S. Gallinarum or E. coli-K12 (P<0.05).
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3.2.2 Nitric oxide production by HD11 cells in response to Salmonella

infection

Experimental infection of HD11 with different serotypes of Salmonella

produced significantly higher NO concentrations at 24 and 48 h post-infection.

The maximal production was observed at 48 h post-infection (P<0.001) (Figure

3.1). At 48 h post-infection, NO produced fron S. Pullorum-infected cells were

significantly lower than that produced from S. Enteritidis, S. Hadar and S.

Gallinarum-infected HD11 cells (P<0.05).

3.2.3 Oxygen production following infection of HD11 cells with

Salmonella

The production of ROS from Salmonella-infected HD11 was also assessed.

The oxidative burst occurring as a result of phagocytosis was measured as

relative flourescent units (RFU). Results showed a minimal but significant

increase in oxidative burst after Salmonella exposure (P<0.05) with no

significant difference between serovars (Figure 3.2).
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Figure 3.1: Nitric oxide production by HD11 cells following infection with different

Salmonella serovars.

ST; S. Typhimurium, SE; S. Enteritidis, SH; S. Hadar, SI; S. Infantis, SP; S. Pullorum,

SG; S. Gallinarum, LPS; E.coli Lipopolysaccharide O55:B55 5 µg/ml final

concentration, and untreated control cells. Values shown are averages and SEM from

three independent experiments. Asterisks indicate significance from the uninfected

controls (***P<0.001).
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Figure 3.2: Oxidative burst of HD11 cells following infection with different

Salmonella serovars.

ST; S. Typhimurium, SE; S. Enteritidis, SP; S. Pullorum, SG; S. Gallinarum, SH; S.

Hadar, SI; S. Infantis, PMA: final concentration of 10 µg/ml and untreated control

cells. Values shown are means and SEM from three independent experiments.

Asterisks indicate significance from the non-infected control cells (*P<0.05,

**P<0.01).
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3.2.4 Quantification of gene expression of immune mediators following

Salmonella infection of cultured avian cells

Gene expression of iNOS, the pro-inflammatory cytokine IL-6 and chemokines

CXCLi1 and CXCLi2 were determined 6 h after infection in both cell lines.

The mRNA expression profile of LITAF, Th1 signature cytokine IFN-γ, Th2 

key cytokines IL-4 and IL-13 and IL-10 regulatory cytokine were investigated

in HD11 after infection with different Salmonella serovars and E. coli K-12.

Salmonella infections of HD11 resulted in higher levels of iNOS, the pro-

inflammatory cytokine IL-6 and chemokines CXCLi1 and CXCLi2 (P<0.05)

(Figures 3.3 and 3.4). Interestingly, the IL-6 fold increase from S. Enteritidis-

infected HD11 was greater than that of S. Pullorum-infected cells (up to 219

fold change for S. Enteritidis and up to 69 fold change for S. Pullorum)

(P<0.05). The CXCLi2 expression level was higher in S. Typhimurium, S.

Enteritidis and S. Hadar-infected cells when compared with S. Pullorum-

stimulated HD11 (up to 63 fold change for S. Typhimurium, up to 75 fold

change for S. Enteritidis, up to 70 fold change for S. Hadar and up to 28 fold

change for S. Pullorum (P<0.05). Also, S. Infantis-infected HD11 stimulated

the production of lower levels of CXCLi2 in comparison with S. Enteritidis-

and S. Hadar-infected cells (P<0.05). The iNOS mRNA fold change was also

higher in S. Typhimurium and S. Enteritidis-infected cells when compared with

S. Pullorum and S. Gallinarum-infected HD11. The results obtained showed

low but significant levels of IL-10 following infection with Salmonella with no

difference between serovars (Figure 3.5). The fold change in mRNA

expression measured for LITAF, IFN-γ and IL-4 was not significant in 
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Salmonella-infected HD11 cells in comparison with uninfected control cells

(P>0.05). E.coli-infected HD11 cells stimulated variable levels of CXCLi1,

CXCLi2, IL-6, iNOS and IL-10 expression (P<0.05). In CKC, the expression

of IL-6, CXCLi2 and iNOS was significantly higher in S. Typhimurium, S.

Enteritidis, S. Hadar and S. Infantis-infected cells when compared with

uninfected controls (P<0.05) (Figure 3.6). Generally the mRNA gene

expression of IL-6, CXCLi1, CXCLi2 and iNOS was significantly highly up-

regulated in S. Typhimurium and S. Enteritidis-infected CKC when compared

with S. Hadar- and S. Infantis-infected cells (up to 14 fold change for IL-6, up

to 10 fold change for CXCLi2, up to 4 fold change for CXCLi1 and up to 31

fold change (S. Typhimurium) and 18 fold change (S. Enteritidis) for iNOS)

(P<0.05). Both S. Pullorum and S. Gallinarum-stimulated CKC did not produce

any of the cytokines and chemokines examined (P>0.05) while E.coli infection

stimulated the production of CXCLi1 and CXCLi2 from CKC (P<0.05).

Quantification of the mRNA gene transcripts from chicken lymphocytes

revealed expression of IL-18 and IL-4 (Figure 3.7). IL-18 was down-regulated

in response to infection with S. Pullorum, while not significantly changed as a

result of S. Enteritidis infection, though numerical evidence of expression was

apparent. No significant changes were detected in IL-4 expression between

Salmonella-infected and untreated cells (P>0.05). Th1 cytokine, IFN-γ, and 

Th2 cytokine, IL-13, were not expressed in this experiment.

Compared with the above mentioned data of gene expression, the mRNA

gene expression of CXCLi2 and IL-6 decreased dramatically following the
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exposure of HD11 and CKC to formalized Salmonella serovars as numerical

trends in reduction of gene expression were observed (Figures 3.8 and 3.9). In

HD11, IL-6 expression was not changed when compared with the uninfected

control cells while CXCLi2 showed a little expression (9.3 to 10.9 fold change)

which was greatly lowered when compared to that measured from the infection

with the parent (viable) Salmonella. In CKC, the gene expression of CXCLi2

and IL-6 was lower than that measured in non infected control cells.
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Figure 3.3: Gene expression of pro-inflammatory chemokines CXCLi1 and CXCLi2

from HD11 at 6 hrs post-infection.

ST; S. Typhimurium, SE; S. Enteritidis, SP; S. Pullorum, SG; S. Gallinarum, SH; S.

Hadar, SI; S. Infantis, EC; E. coli K-12, LPS; E.coli Lipopolysaccharide O55:B55 5

µg/ml final concentration, and uninfected control cells. Values shown are averages

and SEM of three independent experiments. Asterisks indicate significance from the

uninfected control cells (*P<0.05, **P<0.01).
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Figure 3.4: Gene expression of inflammatory mediators IL-6, iNOS and LITAF from

HD11 at 6 hrs post-infection with Salmonella.

ST; S. Typhimurium, SE; S. Enteritidis, SP; S. Pullorum, SG; S. Gallinarum, SH; S.

Hadar, SI; S. Infantis, EC; E. coli K-12, LPS; E.coli Lipopolysaccharide O55:B55 5

µg/ml final concentration, and uninfected control cells. Values shown are averages

and SEM of three independent experiments. Asterisks indicate significance from the

uninfected control cells (*P<0.05, **P<0.01).
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Figure 3.5: Gene expression of IFN-γ, IL-4 and IL-10 from HD11 at 6 hrs post-

infection with different serotypes of Salmonella.

ST; S. Typhimurium, SE; S. Enteritidis, SP; S. Pullorum, SG; S. Gallinarum, SH; S.

Hadar, SI; S. Infantis, EC; E. coli K-12, LPS; E.coli Lipopolysaccharide O55:B55 5

µg/ml final concentration, and untreated control cells. Values shown are means and

SEM of three independent experiments. Asterisks indicate significance from the

uninfected control cells (*P<0.05, **P<0.01).
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B

Figure 3.6: Quantification of cytokine and chemokine (A) and iNOS (B) mRNA gene

expression from CKC at 6 hrs post-infection with Salmonella serovars.

ST; S. Typhimurium, SE; S. Enteritidis, SP; S. Pullorum, SG; S. Gallinarum, SH; S.

Hadar, SI; S. Infantis, EC; E. coli K-12, LPS; E.coli Lipopolysaccharide O55:B55 5

µg/ml final concentration, and non-infected control cells. Data are representative of

those from three independent experiments. Asterisks indicate significance from the

uninfected control cells (*P<0.05, **P<0.01).
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Figure 3.7: Cytokine gene expression of chicken lymphocytes in response to infection

with S. enterica.

HD11 cells were infected with S. Enteritidis (SE) and S. Pullorum (SP), co-cultured

with primary chicken lymphocytes and then incubated for 7 days. Duplicate

experiments were performed (n=2). LPS at 1µg / ml final concentration was used as a

positive control. PCR efficiencies (E) 28S=2.0, IL-18=1.94, IL-4=1.80.
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Figure 3.8: Quantification of CXCLi2 and IL-6 mRNA gene expression from HD11

cells at 6 hrs after stimulation with formalized (killed) Salmonella serotypes.

ST; S. Typhimurium, SE; S. Enteritidis, SP; S. Pullorum, SG; S. Gallinarum, SH; S.

Hadar, SI; S. Infantis, LPS; E.coli Lipopolysaccharide O55:B55 5 µg/ml final

concentration and untreated control cells. Data shown are numerical values from a

single experiment.
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Figure 3.9: Quantification of CXCLi2 and IL-6 mRNA gene expression from CKC at

6 hrs after stimulation with formalized (killed) Salmonella serotypes.

ST; S. Typhimurium, SE; S. Enteritidis, SP; S. Pullorum, SG; S. Gallinarum, SH; S.

Hadar, SI; S. Infantis, LPS; E.coli Lipopolysaccharide O55:B55 5 µg/ml final

concentration and untreated control cells. Data shown are numerical values from a

single experiment.
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3.3 Discussion

Measurement of changes in cytokine and chemokine gene expression following

Salmonella infection remains an informative area of work for many

researchers. Thus, gene expression after Salmonella infections in poultry has

been studied in either in vivo (Beal et al., 2004b, Berndt et al., 2007, Fasina et

al., 2008, Haghighi et al., 2008, Chappell et al., 2009) or in vitro work

(Swaggerty et al., 2004, Kaiser et al., 2006). However, most of these studies

focussed on the relative immune responses to certain serovars of Salmonella,

particularly S. Typhimurium and S. Enteritidis, and no single study, as yet, has

compared the immune responses and mechanisms surrounding Salmonella-

associated infections with serotypes known to induce different infections and

pathologies.

It has been shown that entry of Salmonella into the host cells is achieved

through two different mechanisms, active or passive. The active mechanism

(bacterial invasion) involves direct penetration of the host cell membrane as a

result of secretion of certain bacterial mediators and translocated protein

molecules which causes cellular membrane ruffling and then bacterial invasion

(Wallis and Galyov, 2000). The other alternative pathway, the passive

mechanism (bacterial uptake), which occurs as a result of direct contact and

adherence of Salmonella to the professional phagocytic cells such as

macrophages (Kramer et al., 2003). In the present study, the number of

Salmonella and E. coli K-12 internalized by HD11 was higher than that of

CKC. The entry of bacteria in a higher numbers into HD11 is much more likely

to be as a result of both bacterial invasion and uptake (phagocytosis) while
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only invasion in CKC. As phagocytic immune cells, HD11 were able to limit

the infection and survival of Salmonella, starting 24 h post-infection. This

finding is in agreement with (Kramer et al., 2003) as infection with S.

Enteritidis had declined at 24 h post-infection in both HD11 and MQ-NCSU

chicken macrophages. It was reported that infection with S. Typhimurium or S.

Enteritidis is associated with efficient colonization of the chicken gut with

faecal shedding of Salmonella (Barrow et al., 2004, Humphrey et al., 1989) and

bacterial counts detected in systemic organs such as liver were increased 24-48

hrs following oral infection with S. Typhimurium in newly hatched chicks

(Withanage et al., 2004). It is highly evident that Salmonella are enternalized

within phagocytes, including macrophages, during the transport from the

intestinal tract to systemic sites (Jones et al., 2001) and here we have shown

that Salmonella strains are capable to persist within macrophages for 48 h post-

infection. Studies on Salmonella resistant and susceptible chicken lines

revealed a primary role for SAL1 locus encoded by primary macrophages

isolated from genetically resistant lines in clearance of S. Gallinarum, through

a strong oxidative burst pathway (Wigley et al., 2002a). In the current

experiment, an increase in the production of ROS 1 h post-infection and

secretion of high amounts of NO at 24 and 48 h post-infection by HD11 were

detected following infection with different Salmonella serovars tested in this

experiment. The production of ROS and NO is a well-known antimicrobial

mechanism developed by activated macrophages in response to infection with

intracellular pathogens. Suppression of ROS production has been found to

increase S. Typhimurium survival or persistence in porcine macrophages

(Donne et al., 2005). Compared to the mouse monocyte cell line J774A.1,
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HD11 was found to produce higher concentrations of NO in response to

infection with S. Typhimurium and S. Enteritidis (Babu et al., 2006). HD11

also produced NO in response to stimulation with the TLR agonist, synthetic

oligodeoxynucleotide containing unmethylated CpG-dinucleotides (CpG-

ODN), through stimulation of iNOS and involvement of other common

pathways, including NF-κB signalling pathway (He and Kogut, 2003). 

Moreover, chicken peripheral blood mononuclear cells have been found to

produce higher amounts of NO following stimulation with CpG-ODN and S.

Enteritidis-LPS, potent NO inducers (He et al., 2006). Nearly the same

dynamic response has been reported in chicken macrophages MQ-NCSU

which produce strong oxidative burst and NO in response to S. Typhimurium,

S. Enteritidis and S. Gallinarum infection (Withanage et al., 2005a) and for

murine macrophages (Vazquez-Torres and Fang, 2001a, Vazquez-Torres et al.,

2008) following Salmonella infection.

In order to further investigate the immune responses of avian cells to

Salmonella infection, gene expression of selected immune mediators was

studied in HD11- and CKC-infected cells. CXCLi1 (K60) and CXCLi2 (IL-8)

are important mediators of the innate immune system which are classified as

CXC chemokines. They function as chemoattractants as their primary role is

the recruitment of immune cells, such as macrophages and heterophils, to the

site of infection and inflammation (Kaiser and Staheli, 2008). The data

presented here showed a significant differential up-regulation of these

chemokines following infection of CKC and HD11 with S. Typhimurium and

S. Enteritidis. Nevertheless, S. Pullorum and S. Gallinarum failed to stimulate
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the same dynamic response from infected CKC. Interleukin-6 and iNOS

mRNA gene expression was also investigated in infected CKC and HD11 cells.

IL-6 and iNOS expression levels significantly increased following infection of

CKC with S. Typhimurium, S. Enteritidis, S. Hadar and S. Infantis, with S.

Typhimurium and S. Enteritidis showed the higher expression levels. In

contrast, S. Pullorum and S. Gallinarum did not stimulate significant expression

of both IL-6 and iNOS in comparison with uninfected CKC control. IL-6 is a

pro-inflammatory cytokine which is produced early after infection and plays an

important role in the innate immune responses and development of adaptive

immune system (Kaiser and Staheli, 2008). The expression of IL-6 has been

investigated in vitro in CKC following Salmonella infections (Kaiser et al.,

2000). Quite similar with the current results with CKC, the expression of IL-6

was up-regulated as a result of infection with S. Typhimurium, S. Enteritidis,

and S. Dublin while S. Gallinarum showed down-regulated IL-6 expression

from infected CKC. Data from the current experiment showed that both S.

Typhimurium and S. Enteritidis are strong inflammatory serotypes while S.

Hadar and S. Infantis are less inflammatory where as S. Pullorum and S.

Gallinarum are non inflammatory serotypes.

Lipopolysaccharide-induced tumour necrosis alpha factor (LITAF) did not

significantly change following infection of HD11 with all Salmonella

serotypes, in comparison with the uninfected control cells. Little is known

about the biological function of LITAF in poultry. However, up-regulation of

this co-stimulatory molecule has been reported in vitro following activation of

macrophages with S. Typhimurium LPS and in response to treatment with
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Eimeria species, the aetiological agent of chicken coccidiosis (Hong et al.,

2006b). In the present experiment, absence of significant changes in LITAF

expression could be influenced by the time factor (6 h post-infection).

   Interferon (IFN)-γ is the hallmark of Th1 immune responses while IL-4 and 

IL-13 are the signature cytokines of Th2 responses. In the current experiment,

no significant changes were detected in the gene expression of IFN-γ and IL-4 

in infected HD11 over non infected control cells, while IL-13 was not

expressed at all. Till now, no data is available about the expression of IL-13

(Th2 cytokine) in chickens in response to Salmonella infection. Interleukin-10

is anti-inflammatory cytokine which thought to down-regulate the effects of

IFN-γ and to inhibit host response against infection (Kaiser and Staheli, 2008). 

IL-10 is described as the master regulator of immune responses which inhibits

the activity of both Th1 and Th2 immune cells (Couper et al., 2008). In the

present experiment, relatively mild, but significant, up-regulation of IL-10 was

detected in HD11 cells in response to infection different Salmonella serovars.

IL-10 could be produced by activated HD11 cells as an immune regulator to

prevent the over expression of pro-inflammatory cytokines and inflammation, a

negative feed back pathway. In this experiment, data showed changes in the

gene expression of IL-18 and IL-4 cytokines in primary chicken lymphocytes

co-cultured with Salmonella-infected HD11 cells. However, no significance

was detected in the gene expression of IL-4 between infected and control cells.

The most important finding is the down-regulation of IL-18 by chicken

lymphocytes in response to S. Pullorum infection, when compared to the

untreated cells. The mean value of IL-18 expression induced by S. Enteritidis
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infection was more than twice higher than that of the non-infected cells, though

this was not statistically significant. IL-18 is inflammatory cytokine produced

by activated macrophages, which has IFN-γ inducing activities (Th1 immune 

mechanism). The down-regulation of IL-18 by S. Pullorum could indicate that

S. Pullorum do not stimulate the Th1 immune mechanism. However, the

induction of IL-18 by activated lymphocytes seems unusual. This could be

influenced by the non-adherent macrophages (HD11 cells) which could be

detached and released with lymphocytes into the cell medium at 7 days after

infection.

In the present experiment, we demonstrated that stimulation of immune

responses is triggered by infection with viable versus formalin-killed bacteria.

Gene expression data from formalin-killed treated HD11 and CKC cells

revealed dramatic down-regulation of CXCLi2 and IL-6. Host cells, such as

macrophages, recognize pathogenic microbes through a number of innate

immune receptors called pattern recognition receptors, including TLRs, which

recognize the pathogen-associated molecular patterns (Fearon and Locksley,

1996). Invasion and/or uptake of live bacteria by the host cells with further

secretion of bacteria products stimulate the activation of intracellular signalling

pathways and production of cytokines (Nau et al., 2002). It seems that the

killed bacteria lack the active contribution and the interaction with cellular

immune components and, therefore, failed to stimulate the production of

cytokines. This could also due to differences in interaction of cells with killed

bacteria as the exposure time was 2h, compared with 6h in case of experiments

performed viable bacteria.
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In this experiment, HD11 cells and CKC were used to study interaction of

Salmonella with macrophages and epithelial cells. Cells were infected at MOI

of 10 as previously described (Kaiser et al., 2000). HD11 cell line is an avian

macrophage-like cell line which was produced by viral transformation with

avian myelocytomatosis virus (MC-29) of chicken bone marrow cells (Beug et

al., 1979). These slightly more adherent cells possess similar cultural,

morphological and functional characteristics to chicken macrophages, as is the

case for MQ-NCSU cells (Qureshi et al., 2000). This established, transformed

cell line has proven to be very valuable and has been widely used as a fertile in

vitro model to study the immune function of chicken macrophages (He and

Kogut, 2003, Okamura et al., 2005, Smith et al., 2005, He et al., 2009, He et

al., 2011). HD11 cells provide higher numbers, uniformity and viability than

primary chicken macrophages (Babu et al., 2006). CKC is an epithelial cell

model which has been widely used to characterize in vitro the invasion

capabilities of, and the immune responses to, avian pathogens, including

Salmonella (Barrow and Lovell, 1989, Henderson et al., 1999, Kaiser et al.,

2000, Jones et al., 2001, Wigley et al., 2001). CKC allows the study of

interaction of avian pathogens with epithelial cells, with the use of limited

number of experimental birds. Compared to kidney cells, intestinal epithelial

cells are adapted to different environmental conditions, including changes in

pH and colonization of gut microflora as well as infection with pathogenic

bacteria. However, isolation of epithelial cells from the kidney tissue reduced

the potential risk of contamination from the intestinal microflora, particularly

when compared with the other alternative intestinal in vitro systems.
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In conclusion, we have shown that the expression of cytokines and

chemokines in cultured cells due to Salmonella infection is an active dynamic

process depends primarily on the infecting serovar and the stimulation of

immune responses is not directly related to the intracellular bacterial counts.

This has been clearly demonstrated by the reduced induction of pro-

inflammatory cytokines and chemokines by HD11 and CKC cells infected with

S. Pullorum or S. Gallinarum and also the production of different levels of

cytokine gene expression in CKC following infection with the weak E. coli K-

12 weak laboratory strain. The results from the present experiment demonstrate

the ability of chicken epithelial and macrophages cell lines to produce

differential expression of various cytokines and chemokines in response to

Salmonella infections. S. Typhimurium, S. Enteritidis, S. Hadar and S. Infantis

seem to be more invasive and trigger the infected cells to secrete pro-

inflammatory cytokines and chemokines. However, as the expression of the

latter mediators was found to be much less in S. Hadar and S. Infantis-infected

epithelial cells, it is concluded that these serotypes are less inflammatory in

their stimulation to the avian immune system. Nitric oxide and oxygen

production can be considered as important pathways for macrophages to clear

infection with different serotypes of Salmonella. S. Pullorum and S. Gallinarum

appear to be the least- or non-inflammatory serotypes and although gene

expression following infection with these serotypes has now been studied, the

full picture of pathogenesis and immune responses to these serotypes requires

more work to be done and a comparison between what we have presented here

with an in vivo experiment is required.
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4 Immune responses of avian cells to infection with Salmonella

pathogenicity island- and flagellar assembly system-mutants of

Salmonella enterica

4.1 Introduction

S. enterica has evolved a central strategy to interact with the host cells through

the presence of major virulence determinants, Salmonella pathogenicity islands

(SPI). The SPI-encoded TTSS play a major role in the secretion and transfer of

bacterial proteins into target eukaryotic cells. The role of SPI-1 and SPI-2

mediated-TTSS-1 and TTSS-2 in the pathogenesis of Salmonella infection of

chickens is not well understood. The majority of the previous work has

focussed on and compared the colonization and invasion characteristics of

mutant and parent strains of Salmonella but no single study, as yet, has

investigated the expression profile of innate and adaptive immune responses

triggered following infection with wild type and mutant Salmonella strains.

Thus, to understand the immunologic mechanisms underlying Salmonella

pathogenesis (colonization, invasion and survival) inside the infected host

cells, the mRNA gene expression of selected cytokines and chemokines was

determined in HD11 and primary CKC cells infected with either the wild type

(wt) or SPI-1 and SPI-2 (TTSS-1 and TTSS-2) mutant strains of S. Enteritidis

and S. Pullorum. Also, the dynamic response to infection with mutant strain of

S. Enteritidis which is defective in flagellar assembly and motile strain of S.

Gallinarum has been investigated.
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4.2 Results

4.2.1 Invasion of HD11 and CKC by Salmonella serotypes

Intracellular bacterial counts were determined in infected HD11 and CKC cells

at 2, 6 and 24 h following exposure to wild type (wt) and mutant strains of

Salmonella serotypes; Enteritidis, Pullorum and Gallinarum using the

gentamicin protection assay (Tables 4.1 & 4.2). As expected, intracellular

survival of S. Enteritidis was significantly higher in both types of cells at all

time points in comparison with that of S. Pullorum and S. Gallinarum (P<0.01).

In HD11 cells, intracellular survival of wt S. Enteritidis was higher than that of

S. Enteritidis invA and fliJ mutants at 6 h after infection while entry and

survival of S. Enteritidis ssaR was greater than wt S. Enteritidis at 2, 6 and 24 h

post-infection. Intracellular survival detected after infection with wt S.

Pullorum and wt S. Gallinarum was not significantly changed from those of the

mutant strains (P>0.05).

In CKC, like HD11 cells, S. Enteritidis invA and fliJ mutant strains showed a

significantly reduced intracellular counts at all time points compared with wt S.

Enteritidis (P<0.001), with S. Enteritidis fliJ showed the lower counts. Invasion

and intracellular survival of S. Enteritidis ssaR were not significantly changed

from the parent strain of S. Enteritidis (P>0.05). While S. Gallinarum Flg+

invaded CKC in relatively higher numbers compared with wt S. Gallinarum at

2 h after infection (P<0.05), S. Gallinarum Flg+ revealed higher intracellular

bacterial counts at 6 h (P<0.001) and 24 h (P<0.05) post-infection. No

significance was found in the intracellular counts between wt S. Pullorum and

their mutants at all time points tested in this experiment (P>0.05).
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Table 4.1: Intracellular bacterial counts in HD11 cells following infection with

wild type and mutant strains of S. enterica

Serotype

Log 10 inoculum
counts

Intracellular bacterial counts (Log 10 CFU/ml)*

2 h 6 h 24 h

S. Enteritidis wt 6.922±0.04 5.80±0.22 6.40±0.19 4.13±0.34

S. Enteritidis invA 6.696±0.11 5.13±0.27 5.70±0.25 4.28±0.45

S. Enteritidis ssaR 6.938±0.05 6.40±0.36 6.93±0.21 4.95±0.22

S. Enteritidis fliJ 7.080±0.06 4.93±0.39 5.25±0.29 3.85±0.60

S. Pullorum wt 6.665±0.11 3.75±0.31 4.23±0.34 2.40±0.40

S. Pullorum sipB 6.739±0.08 4.10±0.28 4.00±0.30 2.85±0.43

S. Pullorum spaS 6.828±0.05 4.20±0.33 4.15±0.32 2.75±0.47

S. Pullorum ssaU 6.567±0.06 4.23±0.38 4.25±0.32 2.90±0.51

S. Gallinarum wt 6.799±0.06 4.63±0.22 4.60±0.28 2.90±0.56

S. Gallinarum Flg+ 6.914±0.05 4.35±0.25 4.33±0.36 3.18±0.47

*Values are expressed as means ± standard errors of four independent experiments. At

all time points, S. Enteritidis was more internalized by HD11 cells than S. Pullorum

and S. Gallinarum (P<0.01).
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Table 4.2: Invasion of CKC by wild type and mutant strains of S. enterica

Serotype

Log 10

inoculum
counts

Intracellular bacterial counts (Log 10 CFU/ml)†

2 h 6 h 24 h

S. Enteritidis wt 6.943±0.08 5.85±0.10 6.48±0.14 6.78±0.16

S. Enteritidis invA 7.134±0.07 4.93±0.17*** 5.08±0.09*** 5.63±0.18***

S. Enteritidis ssaR 7.124±0.05 5.90±0.17 6.40±0.10 6.73±0.17

S. Enteritidis fliJ 7.148±0.08 3.55±0.12*** 3.45±0.09*** 4.33±0.18***

S. Pullorum wt 7.016±0.11 2.33±0.12 2.53±0.19 2.20±0.12

S. Pullorum sipB 6.902±0.09 2.45±0.11 2.27±0.23 2.73±0.44

S. Pullorum spaS 7.233±0.20 2.60±0.00 2.08±0.07 2.00±0.00

S. Pullorum ssaU 6.881±0.03 2.85±0.13 2.53±0.10 2.45±0.16

S. Gallinarum wt 7.145±0.08 3.18±0.31 2.78±0.23 3.05±0.13

S. Gallinarum Flg+ 7.155±0.07 3.83±0.17* 3.88±0.10*** 3.75±0.13*

†
Values are expressed as means ± standard errors of four independent experiments. At

all time points, S. Enteritidis was more internalized by HD11 cells than S. Pullorum

and S. Gallinarum (P<0.001). Asterisks indicate that the difference between the wild

type and the mutant strain was significant (*P<0.05, ***P<0.001).
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4.2.2 Quantification of cytokine and chemokine response after infection

Gene expression of selected immune mediators was determined in both HD11

and CKC at 6 h post-infection using qRT-PCR. All Salmonella strains

examined in this study stimulated the production of pro-inflammatory markers

in infected HD11 cells at 6 h post-infection, including CXCLi1, CXCLi2, IL-6,

CCLi2 (P<0.001) and iNOS (P<0.05) (Figure 4.1). Moreover, HD11 cells

infected with wt S. Enteritidis stimulated higher levels of mRNA gene

expression of CXCLi2 and CCLi2 (MIP-1β) expression compared with S.

Pullorum- and S. Gallinarum-infected cells (P<0.05). S. Enteritidis ssaR-

infected HD11 cells elicited significantly lower levels of CXCLi1 and IL-6

expression when compared with the parent strain of S. Enteritidis (P<0.05).

HD11 cells infected with S. Pullorum sipB mutant strain showed reduced levels

of CXCLi2, IL-6 and iNOS when compared to wt S. Pullorum-infected cells.

Compared to wt S. Pullorum, the spaS strain induced lower expression of

CXCLi2. However, no significant changes were detected in the expression of

pro-inflammatory cytokines and chemokines between wt S. Pullorum and their

mutants strains (P>0.05). Although HD11 cells infected with S. Enteritidis invA

and fliJ mutants strains elicited higher levels of IL-6 cytokine production, these

changes were not significantly different from that of wt S. Enteritidis-infected

cells (P>0.05). Infection of HD11 cells with Salmonella stimulated the

production of IL-10 regulatory cytokine where wt S. Enteritidis and mutant

strains invA, ssaR and fliJ elicited the highest levels of gene expression

compared with the non-infected control cells (P<0.05) (Figure 4.2). Infection

of HD11 cells with S. Enteritidis ssaR induced mild, but significant, up-

regulation in the gene expression of TLR4 in comparison with uninfected
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controls (P<0.05) (Fig 4.3). Salmonella infections elicited different amounts of

LITAF co-stimulatory molecule, Th1 cytokines (IL-18, IFN- γ and IL-12β), 

Th2 cytokine (IL-4) and TLR5. However, no significant difference in the

capacity of each strain to induce any of these mediators was detected, whereas

IL-13 was not expressed by HD11 cells.

CKC infected with wild type S. Enteritidis expressed higher amounts of

CXCLi1, CXCLi2, IL-6 and iNOS when compared with S. Pullorum- and S.

Gallinarum-infected cells (P<0.001), which did not elicit the production of any

of the immune mediators tested in this experiment (Figure 4.4). Moreover, S.

Enteritidis wt expressed higher levels of CXCLi2 gene expression when

compared to S. Enteritidis mutant strains (invA, ssaR and fliJ) and S. Pullorum

wt (P<0.001). Surprisingly, the S. Gallinarum Flg+ mutant strain expressed

higher amounts of CXCLi2 and IL-6 than the wt S. Gallinarum (P<0.05).

While S. Enteritidis invA stimulated a lower level of IL-6 compared to the wt,

the IL-6 gene expression produced as a result of infection of CKC with S.

Enteritidis wt was greater than S. Enteritidis ssaR (P<0.05) and S. Enteritidis

fliJ (P<0.01). CKC infected with S. Enteritidis wt elicited higher levels of

CXCLi1 compared with S. Enteritidis invA, S. Enteritidis ssaR (P<0.05) and S.

Enteritidis fliJ (P<0.001). Although infection of CKC with S. Enteritidis ssaR

revealed a relatively higher level of iNOS expression in comparison with

uninfected control cells (P<0.05), there were no significant changes in the

expression of iNOS between wt S. Enteritidis and S. Enteritidis ssaR (P>0.05).

Furthermore, the expression of iNOS by CKC-infected S. Enteritidis wt was

higher than S. Enteritidis fliJ-infected cells (P<0.001). The expression of TLR5
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was not significantly changed in Salmonella-infected CKC over the non-

infected control (P>0.05).
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Figure 4.1: Effect of Salmonella infection on gene expression of inflammatory

mediators in HD11 cells at 6 h post-infection.

Results shown are averages ± SEM of four independent experiments. Duplicate

reactions were included in RT-PCR. LPS; E.coli Lipopolysaccharide O55:B55 1

µg/ml final concentration. (*) indicates a significant difference between the wild type

and the mutant strain and (#) indicates that the difference from wt SE was significant

(P<0.05).
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Figure 4.2: Effect of Salmonella infection on gene expression of IL-18, IL-12β, IFN-

γ, IL-4 and IL-10 in HD11 cells at 6 h post-infection.  

Results shown are averages ± SEM of four independent experiments. Duplicate

reactions were included in RT-PCR. LPS; E.coli Lipopolysaccharide O55:B55 1

µg/ml final concentration. Asterisks indicate a significant difference between the

Salmonella-infected and untreated control cells (*P<0.05, **P<0.01).
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Figure 4.3: Gene expression of TLR4 and TLR5 in Salmonella-infected HD11 cells at

6 h post-infection.

Results shown are averages ± SEM of four independent experiments. Duplicate

reactions were included in RT-PCR. LPS; E.coli Lipopolysaccharide O55:B55 1

µg/ml final concentration. (*) means a significant difference between the Salmonella-

infected and untreated control cells (P<0.05).
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Figure 4.4: Effect of Salmonella infection on gene expression of CXCLi1, IL-6,

CXCLi2, iNOS and TLR5 in CKC at 6 h post-infection.

Results shown are averages ± SEM of four independent experiments. Duplicate

reactions were included in RT-PCR. LPS; E.coli Lipopolysaccharide O55:B55 1

µg/ml final concentration. (*) indicates significance between the wild type and the

mutant strain (*P<0.05, **P<0.01, ***P<0.001).
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4.3 Discussion

In order to provide further insights into the interaction between bacterial

virulence determinants and the avian host at the cellular and molecular level,

invasion, survival and mRNA gene expression of selected immune mediators

were investigated in chicken macrophages (HD11) and primary chick kidney

cells (CKC) infected with wild type and mutant strains of S. enterica. Here we

have shown that both SPI-1 and SPI-2 (TTSS-1 and TTSS-2) and flagella are

required for bacterial invasion and virulence of S. Enteritidis in avian cells.

Both S. Enteritidis invA (impaired TTSS-1) and S. Enteritidis fliJ (impaired

flagellar assembly system) mutants showed reduced capability of invasiveness

and survival in epithelial cells at 2, 6 and 24 h after Salmonella exposure in

comparison with the wt S. Enteritidis. Unlike the S. Enteritidis ssaR mutant

strain, these two mutants also showed reduced intracellular survival

(persistence) in established HD11 cells at 6 h post-infection, compared to the

parent strain of S. Enteritidis, although the persistence was retrieved at 24 h

post-infection. Whilst S. Enteritidis ssaR, but not S. Enteritidis invA and S.

Enteritidis fliJ, showed the same ability to invade and survive in CKC as the wt

S. Enteritidis, the mRNA gene expression levels for CXCLi1, CXCLi2 and IL-

6 were greatly diminished in S. Enteritidis ssaR-infected CKC, compared to

CKC infected with the wt S. Enteritidis. These findings are in accordance with

previous results and showed the involvement of SPI-1 and SPI-2 in the process

of cellular invasion and virulence of S. Enteritidis in chickens (Phe et al., 2009,

Li et al., 2009, Rychlik et al., 2009). New evidence has shown that iacP gene

(SPI-1) mediates S. Typhimurium virulence to human intestinal epithelial cells
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(in vitro) and in mouse (in vivo), through modulating sopA, sopB and sopD

translocated effector proteins (Kim et al., 2011). Poor invasiveness has been

correlated with infection of both human intestinal epithelial (Caco-2) cells and

chicken caecal and small intestinal explants with SPI-1 mutants of S.

Enteritidis (Desin et al., 2009). With delayed detection of SPI-1 mutants,

compared to the wt, from the internal organs of S. Enteritidis-infected one-

week-old chickens, data from this study has shown that SPI-1 is important in

promoting systemic infection of chickens with S. Enteritidis (Desin et al.,

2009). In the present study, the invasiveness of the SPI-2 mutant of S.

Enteritidis (ssaR) to CKC was similar to the wt, although its survival in HD11

cells was not reduced compared to the wt. However, it has been shown that the

SPI-2 (ssrA) mutant strain of S. Enteritidis shows full invasion capabilities to

macrophages (HD11) and T84 human colon carcinoma cells but fails to persist

in HD11, while oral infection of ssrA in one-day-old chicks induces lower

bacterial counts in the liver and spleen while the intestinal colonization remains

unaltered (Bohez et al., 2008). S. Enteritidis ssrA is also impaired for

intracellular survival in murine and porcine macrophages (Boyen et al., 2008b).

Data from the present study showed that the number of wt S. Enteritidis

recovered from both non-phagocytic cells and macrophages was higher than

that of S. Pullorum- and S. Gallinarum-infected cells. The presence of flagella

and flagellar proteins (flagellins), major bacterial virulence factors, in S.

Enteritidis could present an advantage over S. Pullorum and S. Gallinarum, and

could highlight their role in the cellular invasion and pathogenesis of S.

Enteritidis in poultry. The invasiveness and virulence of S. Pullorum and S.
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Gallinarum and their SPI mutants have been studied both in vitro and in vivo

(Jones et al., 2001, Wigley et al., 2002b). Both S. Pullorum and S. Gallinarum

require SPI-2 for virulence in chickens. However, the contribution of SPI-1

toward the pathogenicity of both diseases, fowl typhoid and pullorum disease,

is fundamentally different (Jones et al., 2001, Wigley et al., 2002b). It has been

shown that the contribution of SPI-2 toward virulence and persistence of S.

Pullorum in chickens is more than SPI-1, which has a little influence on

pathogenicity (Wigley et al., 2002b). In the same study, a SPI-1 mutant of S.

Pullorum (spaS) was found to be less invasive for CKC while the invasiveness

of SPI-2 mutants (ssaU) was not affected. In the present study, however, all the

strains of S. Pullorum tested (both wt and SPI mutants) showed reduced

invasion capabilities to CKC with no significant difference detected between

the different strains. The invasiveness of S. Gallinarum in the in vitro tissue

culture models was found to be the same as that of S. Pullorum, with the SPI-2

mutant of S. Gallinarum 9 (ssaU) failing to persist in chicken macrophages

(HD11) while its invasiveness in CKC remaining unchanged from the wild

type S. Gallinarum 9 (Jones et al., 2001). While the SPI-1 mutant of S.

Pullorum was capable of causing disease, the SPI-2 mutant virulence was

abolished for day-old chicks and was recovered from the internal organs, liver

and spleen, of orally infected one-week-old chickens (Wigley et al., 2002b).

Unlike S. Pullorum, previous findings have shown that a SPI-1 (spas) mutation

of S. Gallinarum has no effect on virulence to chickens, while a ssaU mutant of

S. Gallinarum shows a degree of attenuation and could not be recovered from

the liver and spleen of orally infected 3-week-old chickens (Jones et al., 2001).

Thus, it has been suggested that SPI-2 could enhance the persistence of S.
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Gallinarum in macrophages and could be involved in the transfer of Salmonella

from the gut to the internal organs (Jones et al., 2001).

The data presented here showed that all Salmonella strains tested in this

experiment triggered the expression of pro-inflammatory immune mediators,

including CXCLi1, CXCLi2, CCLi2, IL-6 and iNOS in HD11 cells, although

variable levels of expression were detected between the different strains. On

the other hand, the bacterial invasion and dynamic immune response of

epithelial cells (CKC) in response to the infection were clearly different from

that of phagocytic (HD11) cells, with failure of S. Enteritidis fliJ mutant strain,

in addition to S. Pullorum and wt S. Gallinarum, to stimulate immune

responses in infected CKC. The production of the inflammatory immune

response following infection of chicken macrophages with Salmonella seems,

to large extent, to be affected by the amount of bacterial components present

inside the infected HD11 cells while the secretion of cytokines and chemokines

by CKC cells appears to be dependent on the presence of bacterial virulence

factors, TTSS-1, TTSS-2 and flagella. The production of pro-inflammatory

cytokines by HD11 cells infected with S. Pullorum parent and mutant strains

seemed unusual as we and others have shown that both systemic Salmonellae

(S. Pullorum and S. Gallinarum) failed to elicit the secretion of inflammatory

responses upon infection of CKC and chickens. We suggest that stimulation of

HD11 cells is influenced by the presence of bacterial components, such as and

mainly by LPS, rather than bacterial virulence determinants. This could also

explain the up-regulation of TLR4 gene expression by S. Enteritidis ssaR-

infected HD11 cells. Although the number of S. Enteritidis ssaR recovered
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from CKC was not significantly changed from the wt S. Enteritidis, gene

expression data revealed a statistically significant reduction in the mRNA

expression levels of CXCLi1 and CXCLi2 chemokines and IL-6 inflammatory

cytokine by S. Enteritidis ssaR-infected CKC compared to the wt-infected

cells. Our data have also shown that S. Enteritidis ssaR (TTSS-2) stimulated

the expression of lower amounts of CXCLi1 and IL-6 from HD11 while both S.

Enteritidis invA (TTSS-1) and S. Enteritidis ssaR (TTSS-2) induced a

significant reduction in the CXCLi1 and CXCLi2 gene expression from

infected CKC. Studies with primary chicken oviduct epithelial cells (COEC)

have shown that both TTSS-1 and TTSS-2 are crucial for S. Enteritidis

invasion and virulence (Phe et al., 2009, Li et al., 2009). While both TTSS-1

(sipA and sipB) and TTSS-2 (pipB and ssaV) contribute to the reduced

expression of iNOS from S. Enteritidis-infected COEC, TTSS-1 (sipA and

sipB) deletion mutants elicit the production of lower levels of pro-

inflammatory chemokines CXCLi1 and CXCLi2, compared to the wt S.

Enteritidis. It has been also shown that TTSS-2 deletion mutants (pipB and

ssaV) of S. Enteritidis reveal a reduction in the persistence of primary chicken

peripheral blood leukocyte-derived macrophages while the survival in HD11

cells remains unaffected. It has been shown that TTSS-1-secreted proteins

(SipA, SopA, SopB, SopD and SopE2) are essential for induction of CXC

chemokines and intestinal pathology, PMN influx and enteritis following

infection of bovine ligated ileal loops with S. Dublin (Galyov et al., 1997,

Jones et al., 1998, Wood et al., 2000) or S. Typhimurium (Zhang et al., 2003).

It has been reported that the up-regulation in the expression of IL-10 regulatory

cytokine by S. Typhimurium-infected murine macrophages (Raw264.7) is
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correlated with expression of spiC gene (SPI-2) (Uchiya et al., 2004). In the

present experiment, the expression of IL-10 was up-regulated by S. Enteritidis-

infected HD11 cells, compared to the non-infected control cells. We suggest

that the IL-10 is produced by a negative feedback mechanism to reduce the

effects of inflammation resulted from over secretion of pro-inflammatory

chemokines and cytokines by infected HD11 cells.

Data from non-phagocytic (CKC) cell invasion with parent and mutant

strains of Salmonella also showed not only (i) the involvement of flagella in

virulence of Salmonella to chickens but also (ii) the ability of S. Gallinarum

Flg+ to invade and stimulate innate immune responses. One of the most striking

results is the ability of S. Gallinarum Flg+ to stimulate the production of

significant levels of CXCLi2 and IL-6, although S. Gallinarum Flg+, and also S.

Enteritidis, fail to stimulate a significant change in TLR5 gene expression. In

particular, S. Gallinarum Flg+ infection of CKC stimulates the mRNA gene

expression of inflammatory cytokine IL-6 and a higher level of CXCLi2. In the

present experiment, although the protein expression of these immune mediators

were not examined, it is reasonable to postulate that the in vivo relevance of

this finding could be largely attributed to the expression of these inflammatory

mediators, particularly CXCLi2. CXCLi2 is a chemoattractant which plays a

major role in recruiting inflammatory cells, particularly heterophils, to the site

of infection (Kaiser and Staheli, 2008) and previous study has shown that

expression of this chemokine was linked to migration of inflammatory cells

and macrophages to the caeca of S. Enteritidis-infected chickens (Cheeseman

et al., 2008). IL-6 is an inflammatory cytokine which is involved in acute-
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phase responses, immune regulation and activation of macrophages (Kaiser and

Staheli, 2008), and is down-regulated in vitro in response to infection with S.

Gallinarum (Kaiser et al., 2000). It has been found that bacterial flagellin, a

major protein component of bacterial flagella, is responsible for TLR5-

mediated innate immune responses (Hayashi et al., 2001). Also, the role of

TLR5 in the immune responses to S. Typhimurium infection in chickens has

been described and correlated with the presence of flagella (Iqbal et al.,

2005b). Thus, the non-induction of TLR5 expression by wt strains of S.

Pullorum and S. Gallinarum and S. Enteritidis fliJ seems to be more likely due

to the absence of flagella. Nevertheless, in the present experiment, none of S.

Enteritidis wt, S. Enteritidis invA, S. Enteritidis ssaR and S. Gallinarum Flg+

strains was able to induce the stimulation of TLR5 gene expression, although

differential expression levels for CXCLi1, CXCLi2 and IL-6 were detected.

The down-regulation of TLR5 gene expression has been reported following

infection of two-day-old chicks with S. Enteritidis (MacKinnon et al., 2009). In

the present experiment, however, the non-stimulation of TLR5 expression by S.

Enteritidis-infected cells seems to be as a result of a reduced capability of

HD11 and CKC cells to produce significant changes following exposure to

MOI of 10 of Salmonella, or alternatively, manipulation of host immunity to

overcome the over-stimulation of cells in response to infection, a negative

feedback mechanism.

In this experiment, HD11 cells and CKC were used to elucidate the immune

responses of avian cells to Salmonella mutants. The host-pathogen interaction

was studied in vitro to clarify the role of bacterial virulence factors in
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mediating bacterial invasion, survival and stimulation of immune responses.

Mutant strains of Salmonella were selected to examine the role of

pathogenicity islands (invA, sipB, spaS, ssaR and ssaU) and flagella (fliJ and

Flg+) in Salmonella virulence and expression of immune mediators. Here we

have used different phenotypes of each individual bacterial strain. We have

shown that the single mutation of each S. Enteritidis or S. Gallinarum mutant

strain is in place and phenotypes of S. Pullorum have been confirmed

previously (Wigley et al., 2001). However, it could be worth to compare the

presented findings with other strains of Salmonella to see how far these

findings are comparable with data from the circulating strains of S. enterica.

In summary, this experiment provides more highlights to the interaction of

different Salmonella serotypes, inducing different diseases in poultry, with

epithelial cells and macrophages, with special focus on the bacterial virulence

determinants. Here we have shown that both TTSS-1 and flagellar systems are

required by S. Enteritidis for invasion of epithelial cells while both systems, in

addition to TTSS-2, are essential for the whole virulence process and initiation

of inflammatory response. This experiment also demonstrates that motile

(flagellated) S. Gallinarum, which stimulates the initiation of innate immune

response, could be a promising step toward the development of a novel vaccine

for S. Enteritidis in poultry.
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5 Gene expression profile and histological changes in chickens infected

with Salmonella enterica serovars

5.1 Introduction

Changes in cytokine and chemokine gene expression following Salmonella

infection have been studied in vitro following infection of epithelial cells and

monocytes (Kaiser et al., 2000, Kaiser et al., 2006, Li et al., 2009) and in the

avian host (Withanage et al., 2004, Withanage et al., 2005b, Berndt et al., 2007,

Carvajal et al., 2008). However, the role of the caecal tonsils in the

development of local and systemic immune responses to Salmonella is still not

well-characterised. This organ is important as it seems likely that it has a major

controlling influence on entry of bacterial and other pathogens into the caeca.

As chicks proceed to feed the adult diet immediately after hatch, rapid

colonization of the intestine by adult-type microflora is a natural consequence

(Coloe et al., 1984, Mead, 2000, Hume et al., 2003), with the possibility of

infection with pathogenic bacteria. As mentioned earlier, the major site for

intestinal colonization with enteric bacteria is the large intestine, particularly

the two caeca. However, the development of the functional immune responses

against invading bacteria during the first few days after hatching is not clear.

There is evidence that intestinal innate immune responses are important in

protecting chicks during the first few days after hatching (Bar-Shira and

Friedman, 2006). Indeed, innate responses also differentiate between different

classes of antigens and direct the adaptive responses against infection

(Swaggerty et al., 2009). The role of GALT is crucial in providing the

protection and initiation of immune responses against enteric pathogens
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encountered by the gut (Lillehoj and Trout, 1996). However, the role of the

caecal tonsil, a major GALT in the chicken’s hindgut, in the immune responses

and clearance of enteric pathogens, including Salmonella, is not clear and data

available on gene expression in the caecal tonsil in response to Salmonella

infection in newly hatched chicks are limited (Withanage et al., 2004).

The development of more rational approaches to vaccination will require a

better understanding of the GALT and their responses to diseases. Therefore, in

this study we investigated the early changes in cellular composition and

cytokine and chemokine expression in the caecal tonsil of newly hatched and

older chickens following infection with Salmonella serovars known to have

different biological and pathological characteristics to determine how far the

immune response to these pathogens is associated with the differences in the

infection biology.
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5.2 Results

5.2.1 Caecal colonization following Salmonella infection

The number of Salmonella strains was determined in the caeca of orally-

infected day-old and three-week-old chickens. The tested Salmonella serotypes

revealed differences in their ability to colonize the caeca of infected birds

(Table 5.1). All the tested salmonellae were detected in the caeca one day after

infection of one-day-old chicks. However, both of S. Enteritidis and S. Infantis

showed a higher capability of caecal colonization, with 9.49 and 9.29 Log10

counts, respectively, in comparison to S. Pullorum and S. Gallinarum (8.06 and

7.71 Log10 counts, respectively) (P<0.05). In older chickens, both S. Enteritidis

and S. Infantis were also able to colonize the caeca more efficiently with 7.3

and 7.6 Log10 counts respectively when compared with S. Pullorum and S.

Gallinarum which showed significantly lower counts despite the use of

vancomycin (3.71 and 4.30 Log 10 counts, respectively) (P<0.001). There was

no significant difference in the ability of either S. Enteritidis or S. Infantis to

colonize the caeca and also between S. Pullorum and S. Gallinarum (P>0.05).
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Table 5.1: Number of Salmonella in the caecal contents of infected newly

hatched and older chickens.

Salmonella serotype

Bacterial count (Log10CFU/g)†

Infected day-old chicks Infected three-week-old chickens

S. Enteritidis

S. Infantis

S. Pullorum

S. Gallinarum

9.49 ± 0.25*

9.25 ± 0.15*

8.06 ± 0.12

7.71 ± 0.33

7.29 ± 0.17***

7.60 ± 0.17***

3.71 ± 0.36

4.30 ± 0.29

† Where mean values for the S. Enteritidis- and S. Infantis-infected birds differ

significantly from S. Pullorum- and S. Gallinarum-infected birds. *P<0.05

(n=5), ***P<0.001 (n=10).
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5.2.2 Clinical signs, gross lesions and histopathological changes after

Salmonella infection

Oral infection of one-day-old chicks with ca 1x108 CFU of Salmonella did not

induce any apparent clinical manifestations or post-mortem lesions on the day

of sampling. Microscopic examination for the identification of caecal tonsils

from newly hatched chicks revealed a thickening of the sub-epithelial layer

which was covered with short mucosal intestinal villi. Variable degrees of

cellular (lymphocytic) infiltration were seen in the lamina propria of both

infected and control birds. Caecal tonsils from S. Enteritidis-infected chicks

showed an increase in the cellular infiltration in the lamina propria with the

presence of small cellular aggregations in response to infection compared to

the non-infected control birds (Figure 5.1&5.2).

Oral infection of chicks with approximately 3x108 CFU of S. Enteritidis, S.

Pullorum or S. Infantis bird did not induce any clinical signs of illness over the

four days of infection. However, S. Gallinarum-infected birds showed mild

enlargement of the spleen and presence of haemorrhage (in two birds) on the

mucosal surface of the caecal tonsils at post-mortem examination.

Microscopically, the presence of thickened lamina propria with massive

infiltration of immune cells in the submucosal layer is a well-characteristic

microscopic presentation for the caecal tonsil (del Cacho et al., 1993). In this

experiment, no marked microscopic changes were noticed in either the infected

or non infected birds on microscopical examination of the caecal tonsils

(Figure 5.3).



Chapter 5 Immune responses of chickens to Salmonella

142

Figure 5.1: Cellular counts in the sub-epithelial layer of the caecal tonsil one day after

infection with Salmonella serotypes.

Cellular counts in the lamina propria of caecal tonsils were determined in 50 µm2

using Image-Pro Plus software. Asterisks indicate a significant difference between the

infected and uninfected control groups (P<0.05). SE; S. Enteritidis, SI; S. Infantis, SP;

S. Pullorum, SG; S. Gallinarum and uninfected control birds.
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Figure 5.2: Representative histopathological micrographs from the caecal tonsils of

newly hatched chicks one day after infection with different Salmonella serotypes.

A; S. Enteritidis, B; S. Infantis, C; S. Pullorum, D; S. Gallinarum and E; uninfected

control birds. H&E staining, magnification: X20, scale bar: 50µm.
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Figure 5.3: Representative histopathological micrographs from the caecal tonsils of

chickens four days after infection with different Salmonella serotypes.

A; S. Enteritidis, B; S. Infantis, C; S. Pullorum, D; S. Gallinarum and E; uninfected

control birds. H&E staining, magnification: X40, scale bar: 50µm.
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5.2.3 Immunohistochemical analysis

To quantify changes in the cellular composition following Salmonella

infections, the occurrence of B-lymphocytes and macrophages was measured in

the caecal tonsil tissues using immunohistochemistry (Figure 5.4 & 5.5). After

infection, there was a significant increase in the percentage of B-cells and

macrophages in the caecal tonsils when compared to non-infected control birds

(P<0.05). Compared to non-infected control birds, S. Pullorum-infected birds

showed the highest significant increase in the percentage of B-lymphocytes

(P<0.001) followed by S. Gallinarum (P<0.01), S. Enteritidis and S. Infantis

(P<0.05). The percentage of macrophages in the caecal tonsils of infected birds

was significantly higher than that of the uninfected controls (P<0.01 for S.

Enteritidis and P<0.05 for Salmonella serotypes Infantis, Pullorum and

Gallinarum (Figure 5.6).

5.2.4 Flow cytometry

Cell viability determined using trypan blue assay was extremely diminished in

most of the samples. We proposed that treatment of the caecal tonsils with

Griffith’s tubes had destroyed the cell populations as a resulting of excessive

homogenization. Thus, the determination of T-lymphocyte cell populations was

not possible in the caecal tonsils using flow cytometry.
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Figure 5.4: Representative immunohistochemistry micrographs of the caecal tonsils

for the presence of B-lymphocytes four days post-infection of three-week-old chickens

with S. enterica (A-E).

A, S. Enteritidis; B, S. Infantis; C, S. Pullorum; D, S. Gallinarum; E, uninfected

control birds. Anti-AV20 immunostaining (brown colour), counterstaining with

Haematoxylin (blue colour), magnification, X40, scale bar, 50µm.

A B

C D

E



Chapter 5 Immune responses of chickens to Salmonella

147

Figure 5.5: Representative immunohistochemistry micrographs of the caecal tonsils

for the presence of macrophages four days post-infection of three-week-old chickens

with S. enterica (A-E).

A, S. Enteritidis; B, S. Infantis; C, S. Pullorum; D, S. Gallinarum; E, uninfected

control birds. Anti-KUL01 immunostaining (brown colour), counterstaining with

Haematoxylin (blue colour), magnification, X40, scale bar, 20µm.
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Figure 5.6: Occurrance of B-lymphocytes (A) and macrophages (B) in the caecal

tonsils four days after infection of three-week-old chickens with S. enterica.

Error bars present the standard deviations and errors for five samples from five birds.

Anti-AV20 (B-cells) and anti-KUL01 (macrophages) immunostaining. SE, S.

Enteritidis; SI, S. Infantis; SP, S. Pullorum; SG, S. Gallinarum and non-infected

controls. *P<0.05, **P<0.01.
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5.2.5 Gene expression profile of the caecal tonsils of newly hatched

chicks in response to Salmonella infection

The mRNA gene expression of selected cytokines and chemokines was

measured using qRT-PCR. Salmonella infection of newly hatched day-old

chicks differentially modulates the gene expression of selective immune

mediators examined in this study. There was a significant up-regulation in the

gene expression levels of CXCLi1 (< 3.13 fold change, P<0.05) and CXCLi2

(< 4.79 fold change, P<0.01) chemokines in the caecal tonsils of S. Enteritidis-

infected birds when compared to uninfected controls (Figure 5.7). Further,

CXCLi1 expressed in response to S. Enteritidis infection was greater than that

induced in response to S. Pullorum infection (P<0.05), while CXCLi2

expressed as a result of S. Enteritidis infection was higher than that produced in

response to infection with any of the other tested serovars (P<0.01). Further,

Salmonella infection induced the expression of LITAF from the caecal tonsils

of infected chicks, with S. Gallinarum stimulated the expression of higher

levels (< 3.00 fold change) of this particular molecule (P<0.01). No significant

changes were detected in the expression levels of IL-6, iNOS, IFN-γ and IL-4 

genes in response to infection with any of Salmonella serotypes tested in this

study (P>0.05), while IL-10 and IL-13 were not expressed.

5.2.6 Gene expression of the caecal tonsils and spleen of older chickens in

response to Salmonella infection

The expression of cytokines and chemokines in the caecal tonsils and spleen of

Salmonella-infected three-week-old chickens at four days after infection was

also determined using qRT-PCR. In the caecal tonsils, the presence of mild but

significant up-regulation in the gene expression of CXCLi2 (< 2.9 fold
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change), iNOS (< 3.1 fold change), LITAF (< 1.49 fold change) and IL-10 (<

2.25 fold increase) was correlated with S. Enteritidis infection when compared

to non-infected controls (P<0.05). In contrast, S. Pullorum down-regulated

CXCLi1 mRNA expression (<0.5 fold change) when compared with non

infected controls (P<0.05) (Figure 5.8 and 5.9). Further, the expression of

CXCLi2 and LITAF by S. Enteritidis-infected birds was significantly higher

than that of S. Pullorum- and S. Gallinarum-infected birds (P<0.05). However,

the cytokine and chemokine gene expression was not significantly changed in

response to S. Infantis or S. Gallinarum infections in comparison with the

uninfected controls (P>0.05). No significant changes have been detected in the

gene expression levels of IFN-γ, IL-4, IL-13 from any of the Salmonella

infected groups when compared with non-infected birds (P>0.05). In spleen,

CXCLi2 expression was not changed in response to infection with any of the

tested serotypes (P>0.05), while the expression of iNOS, IL-6, LITAF, IFN-γ 

and IL-4 genes was down-regulated at four days following infection with all

Salmonella serotypes in comparison with non infected controls (P<0.05)

(Figure 5.10). CXCLi1, IL-10 and IL-13 were not expressed by the splenic

tissue at four days post-infection.

Results from the present study demonstrate the changes in the cellular

composition and in the cytokine and chemokine expression in the caecal tonsils

in response to infection of three-week-old chicks with Salmonella serovars,

Enteritidis, Infantis, Pullorum and Gallinarum. S. Enteritidis is a strongly

inflammatory serotype inducing the production of iNOS and CXCLi2

chemokine when compared to the other serotypes tested in this study. Whilst S.
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Infantis showed a high level of caecal colonisation it did not stimulate the

production of significant changes in the level of CXCLi2 and iNOS compared

to S. Enteritidis suggesting that the bacterial load in the caeca is not directly

related to the induction of cytokines. The presented data also shows that S.

Pullorum, unlike S. Enteritidis, is a less-inflammatory serotype which fails to

stimulate an inflammatory response in the intestine where infection usually

progresses to systemic spread into the internal organs. Although S. Gallinarum

infection hardly stimulates inflammatory responses in this study, our data has

shown that LITAF is up-regulated in the caecal tonsils during the early stages

of Salmonella infection, particularly the systemic serovar, S. Gallinarum.
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Figure 5.7: The mRNA gene expression from caecal tonsils one day following

infection of one-day-old chicks with different serotypes of Salmonella serovars.

Data are presented as changes in the cytokine or chemokine gene expression levels for

Salmonella-infected birds and uninfected controls. The error bars present the standard

error for five samples from five birds. SE, S. Enteritidis; SI, S. Infantis; SP, S.

Pullorum and SG, S. Gallinarum. Asterisks indicate significance from uninfected

control birds (*P<0.05, **P<0.01).
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Figure 5.8: Gene expression of pro-inflammatory chemokines, IL-6, iNOS and

LITAF from the caecal tonsils four days after infection of three-week-old chickens

with S. enterica.

Data are presented as changes in the cytokine or chemokine mRNA expression levels

for Salmonella-infected birds and uninfected controls. The error bars present the

standard error for five samples from five birds. SE, S. Enteritidis; SI, S. Infantis; SP, S.

Pullorum and SG, S. Gallinarum. Asterisks indicate significance from uninfected

control birds (*P<0.05).
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Figure 5.9: Gene expression of Th1/Th2 cytokines from the caecal tonsils four days

after infection of three-week-old chickens with S. enterica.

Data are presented as changes in the cytokine or chemokine mRNA expression levels

for Salmonella-infected birds and uninfected controls. The error bars present the

standard error for five samples from five birds. SE, S. Enteritidis; SI, S. Infantis; SP, S.

Pullorum and SG, S. Gallinarum. Asterisks indicate significance from uninfected

control birds (*P<0.05).
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Figure 5.10: Gene expression of cytokines and chemokines, iNOS and LITAF from

spleens four days after infection of three-week-old chickens with S. enterica.

Data are presented as changes in the cytokine or chemokine mRNA expression levels

for Salmonella-infected birds and uninfected controls. The error bars present the

standard error for five samples from five birds. SE, S. Enteritidis; SI, S. Infantis; SP, S.

Pullorum and SG, S. Gallinarum. Asterisks indicate significance from uninfected

control birds (*P<0.05, **P<0.01, ***P<0.001).
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5.3 Discussion

An understanding of the immunological mechanisms undertaken by the GALT

will provide valuable insights into host and pathogen interaction at the cellular

level and will help to improve the current scientific knowledge from the

perspective of vaccinology. In this study, four different Salmonella serovars,

known to produce different pathological conditions in chickens, were

compared in terms of their ability to colonize chicken gut and to elicit the

immune responses in the caecal tonsils, a major GALT in the avian hind gut.

The caeca are the main site of intestinal colonisation where the highest

bacterial counts are attained. It also seems likely that the caecal tonsil in the

mature bird has some element of physical control of entry of material and

perhaps immunological control of entry of bacterial and other pathogens. Data

from the present experiment has shown that both S. Enteritidis and S. Infantis

were able to colonize avian gut much better than S. Pullorum and S.

Gallinarum, where lower bacterial counts were detected in the caeca of both

newly hatched and older chickens. Based on previous findings by (Barrow,

1989) and (Stern, 2008), administration of vancomycin was used to help with

increasing colonisation by those serovars by reducing the inhibitory effects of

the gut flora. However, administration of vancomycin one day prior to

infection of older chickens with Salmonella seems not to enhance caecal

colonization with systemic serovars as the caecal counts following S. Pullorum

and S. Gallinarum remained relatively low in comparison with S. Enteritidis

and S. Infantis. The removal of bacteria which are inhibitory to the colonisation

of serovars such as S. Typhimurium clearly does not affect S. Gallinarum
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indicating that the latter’s inability to colonise the gut is not related to the

inhibitory effects of these gut commensals. It has been shown in vitro using

epithelial cells that S. Gallinarum induced a significant changes in the cytokine

expression, including down-regulation of IL-1β, whilst its invasiveness was 

similar to that of S. Enteritidis (Kaiser et al., 2000). In the current study, we

reported cellular changes in the caecal tonsils following infection with both S.

Pullorum and S. Gallinarum, including significant increase in the populations

of B-lymphocytes and macrophages. Moreover, although infection with the

latter serovars revealed lower bacterial counts in the caeca, it induced changes

in the cytokine and chemokine expression in the gut (down regulation of

CXCLi1 in response to S. Pullorum infection) and in the spleen, including

down regulation of iNOS, IL-6, LITAF, IFN-γ and IL-4 mRNA. These 

findings indicate that bacterial numbers in the gut was obviously not a major

factor in determining the host response against infection.

The data presented here has shown that S. Infantis fails to stimulate the

caecal tonsils to produce significant changes in any of the cytokines and

chemokines tested in this study. In the present experiment, however, S.

Enteritidis infection stimulated the expression of both CXCLi1 and CXCLi2

chemokines from the caecal tonsils of infected day-old chicks. Further, our

data have indicated that S. Enteritidis infection stimulated CXCLi2 and iNOS

production while S. Pullorum down-regulated the expression of CXCLi1 in the

caecal tonsils of three-week-old chickens. These findings are in accordance

with those of (Kaiser et al., 2000, Chappell et al., 2009) and illustrate that the

nature of the innate immune response is differentially dependent of the
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infecting Salmonella serotype (or pathotype). Both CXCLi1 and CXCLi2 are

inducible inflammatory chemokines which regulate the process of recruitment

of inflammatory cells to the site of infection. It is suggested that CXCLi1 is

more efficient in recruiting heterophils while CXCLi2 induces migration of

both monocytes and heterophils, suggesting that the latter might have an

immunoserveillance function (Kaiser and Staheli, 2008). The expression of

CXCLi1 and CXCLi2 was found to be up-regulated in the chicken gut

following infection of chicks with S. Typhimurium (Withanage et al., 2004)

and S. Enteritidis (Cheeseman et al., 2008). In the present study, the differential

expression of chemokines and cellular changes in the caecal tonsils following

infection with both S. Enteritidis and S. Pullorum clearly illustrate differences

in pathogenesis between these two related serotypes.

The presence of nodular and diffuse lymphocytic aggregations in the lamina

propria and submucosa near the opening of each caecum with the large

intestine is a well characterized microscopic image for the caecal tonsil.

Tissues of the caecal tonsils are dense and impacted with lymphocytes and

other immune cells. It has been reported that infection of chickens with

Salmonella induces infiltration of immune cells, such as B-lymphocyte, and

macrophages, into the caeca (Berndt and Methner, 2004). Changes in cellular

composition in the intestinal tissues following Salmonella infection have been

reported, including the caeca (Van Immerseel et al., 2002a), and caecal tonsils

of laying chickens (Holt et al., 2010). In the present study, although both S.

Enteritidis and S. Infantis colonized the caeca in a similar way, caecal tonsils

from S. Enteritidis-infected birds showed an increase in the cellular matrix of
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the sub-mucosal layer when compared to the non infected control birds. This

finding could be as a result of recruitment of immune cells, such as

macrophages and T-cells, to the lamina propria of the caecal tonsils. It has been

shown that macrophages and T-cells are recruited to the caeca of orally-

infected-two-day-old chicks as early as 24 h following infection with S.

Enteritidis (Van Immerseel et al., 2002a). It has been also reported that changes

in the cellular populations of caecal mucosa, including heterophils and T-

lymphocytes, were correlated with the invasion capabilities of Salmonella

serotype being infected (Berndt et al., 2007). The absence of significant

changes in the gene expression of immune mediators and cellular changes

following infection of newly hatched chicks with S. Infantis is very likely to be

as a result of weak invasion capabilities of S. Infantis in chickens.

Cytokine and chemokine expression of chicken caeca has been also reported

following S. Typhimurium infection (Fasina et al., 2008) and S. Enteritidis

infection (Cheeseman et al., 2008). Most of avian cytokines have been cloned

in chickens (Kaiser et al., 2000) while tumor necrosis factor-α (TNF) has not 

been identified in avian species. However, LITAF, which may stimulate the

expression of TNFSF15 (a member of TNF super-family), has been identified

(Hong et al., 2006b). The data presented here showed that the innate immune

system can recognize different classes of Salmonella via production of

serotype-specific cytokines and chemokines and through cellular changes after

infection. An increase in the gene expression level of CXCLi2 cytokine and

iNOS and LITAF in response to S. Enteritidis infection was correlated with an

increase in macrophage positive staining in the caecal tonsils four days after
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infection. It is suggested that LITAF plays an important role in driving

inflammatory responses and bacterial clearance. Although little is known about

the biological function of LITAF in poultry, it has been reported that the

expression of this co-stimulatory molecule was up-regulated in S.

Typhimurium LPS-stimulated macrophages and in response to treatment with

Eimeria species, the causative agent of chicken coccidiosis (Hong et al.,

2006b). Moreover, the expression of higher levels of LITAF in the caeca of

newly hatched chicks has been reported in response to infection with S.

Enteritidis, suggesting a role in the inflammatory responses and clearance of

Salmonella (Berndt et al., 2007). Data from the present experiment has shown

up-regulation of LITAF in the caecal tonsils following infection of newly

hatched chicks with Salmonella, particularly with S. Gallinarum, pointing out

the importance of this lymphoid tissue in the pathogenesis and immune

response surrounding Salmonella-associated infections in poultry. The

production of iNOS has been correlated with the host resistance of mice against

S. Typhimurium infection (Rosenberger and Finlay, 2002) and with the caecal

responses to infection with S. Typhimurium, S. Enteritidis and S. Hadar in

newly hatched chicks (Berndt et al., 2007). In the current experiment, the

expression of iNOS by the caecal tonsils in response to S. Enteritidis infection

indicates the central role of macrophages in clearance of this pathogen.

In order to further investigate the avian immune responses developed in

response to Salmonella infections, the expression of several genes involved in

acquired immunity was measured. Although no significant changes were

detected in the gene expression levels of T-cell mediated cytokines IFN-γ, IL-4 
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and IL-13 in the caecal tonsils following Salmonella infection, the mRNA gene

expression level of IL-10 was up-regulated in the caecal tonsils of S.

Enteritidis-infected three-week-old chickens. However, the down-regulation of

IL-10 has been reported 10 days following infection of commercial newly

hatched chicks with S. Typhimurium (Fasina et al., 2008). In another study, no

significant changes were observed in the gene expression of IL-10 in the caecal

tonsils of newly hatched chicks infected with S. Typhimurium following

treatment with probiotics (Haghighi et al., 2008). It is believed that IL-10 is an

anti-inflammatory mediator and produced to down-regulate the effects of IFN-

γ and to prevent over-expression of host defences against infection (Kaiser and 

Staheli, 2008). In the present study, however, the level of IFN-γ expression was 

measured at four days after infection, and did not differ significantly between

the infected and non-infected birds, which could be influenced by the time

points tested in this experiment. Nevertheless, the role of the Th1 key cytokine

IFN-γ in Salmonella infections of chickens has been studied (Withanage et al.,

2005b, Berndt et al., 2007). This Th1 key cytokine IFN-γ is up-regulated in the 

caeca of newly hatched chick SPF chicks infected with S. Typhimurium and S.

Enteritidis (Berndt et al., 2007). It has been shown that IFN-γ expression in the 

caecal tonsils starts as early as 3 days following infection of one-week-old SPF

chickens (Withanage et al., 2005b). In the present experiment, the absence of

significant changes in IFN-γ expression could be due to differences in age and 

breed of infected chickens as well as the infecting serotypes and samples

examined. Till now, no data has been available on the expression of IL-13 (a

Th2 cytokine) in chickens in response to Salmonella infection. However,

previous work has shown that IL-13 is expressed in the liver of turkeys
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following the exposure to the protozoan Histomonas meleagridis, the causative

agent of blackhead disease (Powell et al., 2009). The absence of statistically

significant changes in the gene expression of IFN-γ, IL-4 and IL-13 could be a 

result of the early sampling time conducted in this experiment (four days post-

infection). The immune regulatory function of IL-4 in poultry in unclear.

However, previous finding by (Chappell et al., 2009) demonstrated that S.

Pullorum can modulate immune responses away from Th1 response where data

from spleen showed up-regulation of IL-4 at 14 days after infection. The up-

regulation of IL-4 has been reported after infection with Marek’s disease virus

and Eimeria protozoan (Hong et al., 2006a, Heidari et al., 2008). In the present

study, however, data from spleen revealed down regulation in the gene

expression of most of tested cytokines, including IL-4. These results are in the

line with what have been reported by (Withanage et al., 2004, Withanage et al.,

2005b) in response to S. Typhimurium infection. These findings in the splenic

tissue can be interpreted in the light of the observations by (Beal et al., 2004a)

following S. Typhimurium infection when proliferation of T-lymphocytes was

diminished while recruiting T cells from the spleen to the intestine. This

paradoxical phenomenon in Salmonella immunity has been also observed after

Salmonella infection in mice (Eisenstein, 2001). Moreover, new evidence

suggested that SPI-1-mediated TTSS has an immunosuppressive function

through the interference with S. Typhimurium and S. Enteritidis recognition by

infected porcine alveolar macrophages and suppression of cytokine signalling,

including IL-1β, IL-8 and TNFα (Volf et al., 2010). In chickens, the same 

biological dynamic response was seen when, in contrast to S. Enteritidis and S.

Typhimurium, S. Infantis and S. Hadar did not suppress the expression of SPI-1
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genes in chicken macrophages, and in this case they may conceivably have a

greater immunosuppressive effect than S. Typhimurium and S. Enteritidis (A.

Imre, et al., unpublished findings). While no significant changes were seen in

IL-4 gene expression in the caecal tonsils following S. Pullorum infection four

days after infection, data from immunohistochemical staining revealed an

increase in the amount of B-lymphocyte-positive staining in the caecal tonsils

of S. Pullorum-infected birds over non infected controls. The latter has been

observed with down regulation in CXCLi1 gene expression following

infection. These findings could indicate the potential role of humoral immunity

in the pathogenesis of S. Pullorum infection through the development of the

carrier state, a possible Th2-driven pathway.

…In the present experiment, one-day-old chicks and three-week-old chickens

were used to study the immune responses to S. enterica serotypes before and

after the development of gut adaptive immune responses. In the first

experiment, the gene expression of the caecal tonsils were determined one day

following infection of newly hatched chicks to study the early immune

responses that develop to Salmonella infection. In older chickens, the time

point was selected (four days post-infection) to study the Th1/Th2 paradigm

following infection with Salmonella. Previous studies have shown that most of

the avian immune mediators are better expressed at this time point (Withanage

et al., 2005b, Berndt et al., 2007). However, inclusion of longer experiments

with more time points could strengthen the results and the conclusion drawn.

As mentioned, changes in macrophages and B-cells were measured in the

caecal tonsils using IHC. Cellular changes were measured as a percentage of



Chapter 5 Immune responses of chickens to Salmonella

165

the total area of staining positive for the examined cells (Cheeseman et al.,

2008). Although the exact number of cell populations was not determined in

the present experiment, the present findings provide further insights on the

interaction of Salmonella with the GALT (caecal tonsils).
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6 General discussion

The aim of this study was to elucidate and compare the immune responses

induced in response to infection of poultry with poultry-specific or non-host-

adapted serovars of S. enterica. The gene expression profiles and cellular

changes were recorded following infection with different serotypes of

Salmonella. The interaction of Salmonella with chicken macrophages and

epithelial cells was also studied with special focus on the role of SPI and

flagella in Salmonella-associated infections and the immune response. The

principle objectives of the present study were, therefore, to provide further

insights into the interaction of Salmonella, at the cellular level, with the avian

host, both in vivo and in vitro. Here we identified that differences in immune

responses are related to the infecting strain, and involve the contribution of

TTSS and flagella and perhaps other factors.

It is clear from the experimental work carried out in this study that exposure

of avian cells and chickens to live Salmonella induces a differential expression

of various biological and immunological parameters, as summarized in Tables

6.1 & 6.2.
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Table 6.1: Immune responses of cultured avian cells to infection with typhoid and non-typhoid Salmonella serovars

Bacterial stimulus In vitro invasiveness Response of macrophages Epithelial response to infection Response of lymphocytes

S. Typhimurium ++ NO, ROS

Inflammatory response

CXCLi2, iNOS

Strong inflammatory response

CXCLi1, CXCLi2, IL-6, iNOS
N/D

S. Enteritidis ++ NO, ROS

CXCLi2, CCLi2, IL-6, iNOS

Inflammatory response

IL-10,

Strong inflammatory response

CXCLi1, CXCLi2, IL-6, iNOS

fliJ CXCLi1, CXCLi2, IL-6, iNOS

SPI-1 & SPI-2 CXCLi1, CXCLi2

IL-18 in chicken blood lymphocytes

S. Hadar ++ NO, ROS

CXCLi2

Moderate inflammatory response

CXCLi1, CXCLi2, IL-6, iNOS
N/D

S. Infantis ++ NO, ROS

CXCLi2

Moderate inflammatory response

CXCLi1, CXCLi2, IL-6, iNOS
N/D

S. Pullorum + NO, ROS

CXCLi2, CCLi2, IL-6, iNOS

No inflammatory response

CXCLi1, CXCLi2, IL-6, iNOS IL-18 in chicken blood lymphocytes

S. Gallinarum + NO, ROS

CCLi2, iNOS

No inflammatory response

CXCLi1, CXCLi2, IL-6, iNOS

Flg+ CXCLi2, IL-6

N/D

High increase, moderate increase, decrease, no change, N/D, not done
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Table 6.2: Immune responses of chickens to infection with typhoid and non-typhoid Salmonella serovars

Bacterial stimulus Caecal colonization Cellular changes in

caecal tonsils

Immunological parameters of caecal tonsils

S. Enteritidis ++ MØ

B-cells

CXCLi1, LITAF, CXCLi2 in newly hatched chicks

CXCLi2, iNOS, LITAF, IL-10 in older chickens

S. Infantis +++ MØ

B-cells

Weak inducer of immune responses

CXCLi1, CXCLi2, IL-6, iNOS

LITAF in newly hatched chicks

S. Pullorum ± MØ

B-cells

LITAF in newly hatched chicks

CXCLi1 in older chickens

S. Gallinarum ± MØ

B-cells

LITAF in newly hatched chicks

+++ High colonizing, ++ colonizing, ± poor colonization

High increase, moderate increase, decrease, no change
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6.1 Immunology of avian systemic salmonellosis

Data presented in this study showed that the poultry-restricted serotypes, S.

Pullorum and S. Gallinarum, failed to induce an inflammatory response from

the infected epithelial cell model (CKC). Indeed, epithelial cells infected with

these systemic Salmonella serotypes did not express any of the pro-

inflammatory markers tested in this study, including CXCLi1 and CXCLi2

chemokines, IL-6 and iNOS. In this study, the same dynamic response has

been observed in the caecal tonsils following infection in chickens (with the

exception of up-regulation of LITAF in caecal tonsils of newly hatched

chicks). Interestingly, the expression of CXCLi1 was down-regulated in the

caecal tonsils of S. Pullorum-infected chickens. Colonization of human

intestinal epithelial cells by human enteritis-producing Salmonella serovars (S.

Typhimurium and S. Enteritidis) induces transepithelial signalling and

transepithelial migration of PMNs when compared with serovars causing either

typhoid fever (S. Typhi and S. Paratyphi) or no disease (S. Pullorum) in

humans, with reduction in the production of IL-8 in response to non pathogenic

strains of Salmonella when compared with the wild-type serovars (McCormick

et al., 1993, McCormick et al., 1995a, McCormick et al., 1995b). Infection

with the two non-motile poultry serotypes, causing typhoid symptoms in

poultry, was shown to induce reduced or no inflammatory response at all with

equivalent avian cell models or chickens. In vitro infection of epithelial cells

with S. Gallinarum did not trigger the production of IL-6 and down-regulated

the expression of IL-1β (Kaiser et al., 2000). Previous work has also shown 

that S. Pullorum infection down-regulates the expression of CXCLi1 and

CXCLi2 in the ileum of infected chickens (Chappell et al., 2009). The up-
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regulation of CXCLi1 and CXCLi2 in the chicken gut has been shown

following infection of chicks with S. Typhimurium and S. Enteritidis

(Withanage et al., 2004, Cheeseman et al., 2008). The data shown here are in

accordance with this reported by (Chappell et al., 2009) which shows up-

regulation of CXCLi1 and CXCLi2 up to 24 h in the ileum of day-old SPF

White Leghorn chicks due to S. Enteritidis infection compared with S.

Pullorum. This finding is consistent with the data available on the infection

biology of these Salmonella serotypes in poultry hosts. Indeed and with the

exception of very young chicks, infection with S. Typhimurium and S.

Enteritidis in poultry is usually limited to the gut as infection is usually result

in intestinal colonization (non-systemic) due to the presence of strong

inflammatory response. Nonetheless, S. Pullorum and S. Gallinarum induce

less inflammatory cytokines and chemokines and infection may progress to

systemic spread due to the absence of intestinal inflammation. It has been

postulated that, unlike S. Pullorum and S. Gallinarum, motile Salmonella such

as S. Typhimurium may invade the intestinal epithelium with stimulation of

TLR-5 (Iqbal et al., 2005b). Thus, chickens infected with systemic serovars are

unlikely to mount a strong inflammatory response in the gut and, therefore,

early systemic infection is often inevitable with systemic spread of bacteria to

the internal organs, including liver and spleen.

The data presented here showed that both S. Pullorum and S. Gallinarum are

invasive to both phagocytic and non-phagocytic cell models, though their

invasiveness is reduced when compared with the broad-host-range serotypes. It

has been shown that S. Gallinarum is invasive to chicken epithelial cells (CKC)
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(Kaiser et al., 2000) and taken up by primary blood monocytes-derived

macrophages (Wigley et al., 2006), though its intracellular counts were reduced

when compared with S. Typhimurium. S. Pullorum also expresses some degree

of invasiveness to CKC (Barrow and Lovell, 1989, Wigley et al., 2002b). In

this study, the systemic serovars also show a reduced capability to colonize the

caeca of infected birds, when compared to the non-host-adapted serotypes.

Thus, it is obviously evident that S. Pullorum and S. Gallinarum are poor

colonizers of the chicken gut. Following infection with a systemic serovar, it

seems much more likely that a proportion of the intestinal bacteria is capable of

invading the intestinal epithelia into the deeper tissues and, consequently,

infection is often spread systemically and without stimulation of gut immune

responses. This epithelial cell invasion is highly anticipated to occur primarily

through the GALT, mainly at the caecal tonsils, since infection induces cellular

changes and cytokine expression in the caecal tonsils. Indeed, it is highly

anticipated in mammals as well as in birds that Salmonella can invade the

intestinal lumen into systemic sites via specialized antigen-sampling cells (M

cells) of the FAE of GALT (Barrow et al., 2000, Jepson and Clark, 2001).

6.2 Immunology of fowl paratyphoid infection

The data presented here have demonstrated that infection with the non-host-

adapted serovars is characterised by efficient colonization of the caeca. Both

newly hatched chicks and older chickens infected with S. Enteritidis or S.

Infantis showed high bacterial counts in the caeca. This finding is in

accordance with (Methner et al., 2010), who reported that oral infection of day-

old-chicks with S. Enteritidis or S. Infantis results in a high level of caecal

colonization. Indeed, infection with S. Typhimurium or S. Enteritidis in
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chickens older than 3 days of age results in disease-free gut colonization

(Barrow et al., 1987b, Humphrey et al., 1989, Withanage et al., 2004). In the

present study, infection with broad-host-range serotypes, such as S.

Typhimurium, S. Enteritidis, S. Hadar and S. Infantis, also induces the

expression of higher levels of pro-inflammatory cytokines and chemokines,

including CXCLi1, CXCLi2 and IL-6, and iNOS in the infected tissue culture

models. Furthermore, S. Enteritidis or S. Typhimurium infection of chicken

epithelial cells triggers the expression of higher levels of inflammatory

mediators in comparison with both S. Hadar and S. Infantis, though they

express the same degree of invasiveness. It has been shown recently that SPI-1-

mediated TTSS has an immunosuppressive function through the interference

with S. Typhimurium and S. Enteritidis recognition by infected porcine

alveolar macrophages and suppression of cytokine signalling (Volf et al.,

2010). In chickens, it seems very likely that S. Infantis and S. Hadar did not

suppress the expression of SPI-1 genes in chicken macrophages and, hence,

posses a greater immunosuppressive effect than S. Typhimurium and S.

Enteritidis (A. Imre, et al., unpublished findings). Previous work has shown

that S. Enteritidis or S. Typhimurium infection of CKC triggers the expression

of the inflammatory cytokine, IL-6 (Kaiser et al., 2000). S. Typhimurium

infection of newly hatched chicks induces enteropathogenic responses typified

by the up-regulation of the gene expression of inflammatory cytokines and

chemokines CXCLi1, CXCLi2, MIP-1β and IL-1β (Withanage et al., 2004). 

Accordingly, these combined data strongly suggest that S. Typhimurium and S.

Enteritidis are strong inflammatory serotypes when compared with S. Hadar

and S. Infantis. In the present study, while S. Infantis infection revealed high
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capability of caecal colonization, but stimulates limited changes in the cytokine

response of the caecal tonsils. (Berndt et al., 2007) have also shown that S.

Infantis is a weak immune stimulator to the caeca of orally infected day-old

chicks, when compared with S. Typhimurium, S. Enteritidis and S. Hadar. The

data presented here has indicated that S. Enteritidis infection of newly hatched

chicks induces significant up-regulation of CXCLi1 and CXCLi2 chemokines

in the caecal tonsils one day later. In addition, S. Enteritidis infection triggers

the up-regulation in gene expression of CXCLi2 chemokine, LITAF and iNOS

in the caecal tonsils four days after infection of three-week-old chickens, again

pointing out the high capability of S. Enteritidis to stimulate gut inflammatory

responses and migration of immune cells to the site of infection and

inflammation. The differential expression of iNOS has been reported after

infection of one-day-old chicks with Salmonella serovars, S. Typhimurium, S.

Enteritidis, S. Hadar and S. Infantis, with S. Enteritidis showed the higher

expression level with up to 298-fold change (Berndt et al., 2007). It has been

shown that infection with the non-host-adapted serovars, including S.

Typhimurium or S. Enteritidis, induces gut inflammation characterized by the

expression of a wide range of inflammatory and immune mediators, including

IL-1β, IL-6, CXCLi1, CXCLi2, IFN-γ, LITAF and iNOS (Withanage et al., 

2004, Withanage et al., 2005b, Berndt et al., 2007, Cheeseman et al., 2008,

Fasina et al., 2008). The Th1 key cytokine, IFN-γ, has been shown to be highly 

up-regulated in the caeca of S. Typhimurium and S. Enteritidis-orally-infected

day-old chicks (Berndt et al., 2007). Moreover, the expression of IFN-γ has 

been found to be up-regulated in vivo in spleens, livers and caecal tonsils up to

14 days after infection of one-week-old SPF chicks with S. Typhimurium,
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suggesting a role for Th1 immune responses in clearance of Salmonella

(Withanage et al., 2005b). Evidence of IFN-γ up-regulation has been also 

found to be associated with the clearance of S. Typhimurium in chickens (Beal

et al., 2004a). In the present study, however, no significant changes in the gene

expression of IFN-γ from infected macrophages or chicken caecal tonsils were 

observed. This could be a result of many factors involved in the experimental

infections, including the sampling time, age of chicken at the time of infection

and/or breed genetics. In the present study, S. Enteritidis infection resulted in

the induction of the anti-inflammatory cytokine IL-10, both in vivo (caecal

tonsils) and in vitro (HD11 cells). The expression of IL-10 by murine

macrophages has been reported in response to S. Typhimurium infection

(Uchiya et al., 2004). Also, S. Enteritidis infection of COEC triggers the

expression of IL-10 (Li et al., 2009). Taken together, this observation

contradicts with previous finding by (Fasina et al., 2008) who reported down-

regulation of IL-10 in the gut of S. Typhimurium-orally-infected chickens. As

already stated, it is suggested that IL-10 is a regulatory cytokine produced to

reduce the inflammation resulting from over-secretion of inflammatory

mediators and IFN-γ.

   The present study has shown that LPS-induced TNF-α factor (LITAF) is up-

regulated in the caecal tonsils as early as 24 h following infection of day-old-

chicks with typhoid and non-typhoid Salmonella serovars, particularly with S.

Gallinarum infection. In mice, TNF-α is induced by murine macrophages in 

response to LPS treatment or Salmonella infection and has been shown to play

a central role in clearance of and controlling Salmonella infection in mammals
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(Nauciel and Espinasse-Maes, 1992, Morrissey et al., 1995, Gulig et al., 1997,

Royle et al., 2003, Talbot et al., 2009). The role played by LITAF in the

immune responses against poultry pathogens is not fully understood.

Nonetheless, it is suggested that observed cellular changes that induced in the

caecal tonsils following Salmonella infection might be influenced by the up-

regulation of LITAF. Here we have shown that LITAF is up-regulated in

response to Salmonella infection in newly hatched chicks. It seems that this

TNF-α plays an important role in immunity to Salmonella during the first few

days after hatch. Recent evidence has shown that TNF-α possess a regulating 

function and controlling the expression of Salmonella effector proteins (Ma et

al., 2010). We proposed that the role of TNF-α could extend to include, and 

regulate, the expression Salmonella effector protein, AvrA. It is suggested that

AvrA inhibits the host inflammatory response against infection, via acting on

MAPK, Jun N-terminal kinase (JNK) and NF-κB signalling pathways (Jones et 

al., 2008). AvrA blocks IκB degradation and ubiquitination which interferes 

with the nuclear translocation of active NF-κB, leads to inhibition of NF-κB 

signalling and inhibition of induction of inflammatory cytokines and

chemokines, including IL-6, IL-8, IL-12, IFN-γ and TNF-α (Collier-Hyams et 

al., 2002, Ye et al., 2007, Lu et al., 2010). In the present experiment, the

differential expression of cytokine and chemokine response between systemic

and enteric serovars, as exemplified by S. Pullorum and S. Enteritidis, could be

influenced by translocation of bacterial AvrA. Although the role AvrA in either

S. Pullorum or S. Gallinarum infection in poultry has not yet been identified,

this effector protein appears to play an important role in avian systemic

salmonellosis, mediating the down-regulation of inflammatory cytokines,
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including IL-18 (IFN-γ promoter). Indeed, the up-regulation of gut 

inflammatory cytokines and chemokines CXCLi1, CXCLi2, MIP-1β, IL-1β 

and IFN-γ has been shown following infection with S. Typhimurium in one-

day-old chicks (Withanage et al., 2004) and one-week-old chickens

(Withanage et al., 2005b). Figures 6.1 and 6.2 are schematic representations

which show the possible outcomes and cellular responses to infection with

typhoid and non-typhoid Salmonella serovars.
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Figure 6.1: Salmonella infection in poultry.

Schematic representation shows the immunological pathways following oral infection

of chickens with typhoid and non-typhoid Salmonella serovars. Unlike S. Pullorum

and S. Gallinarum, infection with the non-host adapted serovars, including S.

Typhimurium and S. Enteritidis, is characterized by production of pro-inflammatory

cytokine and chemokine response which subsequently stimulates the migration of

PMNs into the intestinal tract (Henderson et al., 1999, Withanage et al., 2004).
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Figure 6.2: Interactions of intracellular Salmonella with host cells.

In the intracellular environment, Salmonella-containing vacuole (SCV) enables

Salmonella to persist inside the infected cells and tolerate the intracellular killing

mechanisms (Eswarappa et al., 2010). Processed antigens are expressed on the surface

of phagocytes bound to the MHC class II and exposed to effective cells of the adaptive

immune system (lymphocytes). Salmonella infection leads to activation of nuclear

factor-κB which promotes transcriptional changes of genes involved in both innate 

and adaptive immune responses. S. Pullorum infection of HD11 cells induces lower

levels of inflammatory cytokine and chemokine response when compared with S.

Enteritidis. The cross-talk between the type of Salmonella serovar and expression of

TNF-α could be bi-directional and might involve a role for bacterial effector protein, 

AvrA.
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6.3 Cellular changes following Salmonella infection

The dynamics of infiltration of immune cells, macrophages and B

lymphocytes, have been studied in the caecal tonsils at four days post-infection

of three-week-old chickens. It appears that caecal tonsils are targeted by

Salmonellae, since the enlargement and haemorrhages of the caecal tonsils

occurred following infection with S. Gallinarum and increase in macrophages

and B-cell populations of the caecal tonsil in response to infection with

typhoidal and non-typhoidal serotypes. In the present study, data from

immunohistochemistry staining of the caecal tonsils have shown that S.

Enteritidis infection increases the total area staining positive for macrophages

while S. Pullorum infection increases the area positive for B-cells in the caecal

tonsils of infected three-week-old chickens. It has been shown that S.

Enteritidis infection increases CD4+ T-cells and IgG+ B-cells in the caecal

tonsils at 4-6 days following infection of 16-day-old chickens (Sasai et al.,

2000). It has also been shown that S. Enteritidis infection or vaccination of

young chicks induced cellular changes in the T- and B-cells, macrophages and

heterophils in the caecal mucosa as early as 24 h post challenge (Van

Immerseel et al., 2002a, Van Immerseel et al., 2002b). In the present study, the

presence of an increase of macrophage cells (as measured by total area staining

positive for these cells) in the caecal tonsils is associated with the expression of

CXCLi2, iNOS and LITAF in older chicken infected with S. Enteritidis.

However, as already described S. Pullorum infection down-regulated CXCLi1

expression and increased the B-cell population in the caecal tonsils. This

fundamental difference between the response of caecal tonsils to infection with

systemic and paratyphoid serotypes is immensely important, and also pointing
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out that differences in immune responses are dependent on the infecting

Salmonella serotype. The present study has also shown that S. Pullorum

infection down-regulates the expression of IL-18 (IFN-γ inducer) in vitro. This

evidence strongly suggests that, unlike infection with S. Enteritidis, S.

Pullorum infection is more likely to suppress the IL-18/IFN-γ axis and, 

therefore, is not associated with Th1 immune pathway, but immune response is

more likely to be Th2-driven, as also suggested by (Chappell et al., 2009). In

contrast to S. Enteritidis, the tendency of S. Pullorum to mediate humoral

immune responses rather than cellular responses could highlight the

importance of killed vaccine in mediating immunological memory against S.

Pullorum and controlling pullorum disease in birds.

6.4 Salmonella survival in macrophages and infection of epithelial cells

The ability of Salmonella to survive in the intracellular environment is crucial

to pathogenesis of Salmonella in different hosts. It is also suggested that

systemic Salmonella use phagocytes as a mean of transport for translocation

from the gut to the internal organs of poultry (Jones et al., 2001). The data

presented here has shown that Salmonella can persist in the infected

macrophages for at least 48 h post-infection, though survival of bacteria is

reduced over time. This reduction in intracellular bacterial numbers is

correlated with the production of the antimicrobial NO and ROS. It is,

therefore, unclear whether Salmonella are able to survive within phagocytes

long enough while translocating from the gut to the internal organs. It is

suggested that S. Dublin is extracellular during transfer from the gut of the calf

(Pullinger et al., 2007), and whether this mechanism is involved in the course

of Salmonella infection in poultry remains unclear. As already mentioned,
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infection of epithelial cells with S. Pullorum or S. Gallinarum does not

stimulate the production of an inflammatory cytokine response. However, the

expression of a relatively lower, but significant, levels of pro-inflammatory

cytokine response by HD11 cells as a result of infection with systemic serovars

was observed. This seems unusual since our in vivo data have shown that the

absolute non-induction or even down-regulation of inflammatory response

(CXCLi1) is a solid feature to infection with systemic poultry serotypes.

Accordingly, it could also be proposed that, following epithelial invasion and

while surviving with macrophages, systemic Salmonella might stimulate the

expression of certain levels of inflammatory mediators to recruit more immune

cells into the site of infection to promote the bacterial survival, migration and

invasion of systemic organs. Or, alternatively, production of pro-inflammatory

cytokine and chemokines by HD11 cells in response to infection with either S.

Pullorum or S. Gallinarum could also be influenced by the MOI (1:10) used in

this study.

The present study did not include infection of chickens with S. Typhimurium

or S. Hadar and, hence, determination of immune responses of chickens to

infection with these serotypes was not performed. In the present study,

Salmonella-mediated immune responses of the caecal tonsils (in vivo) appear to

be correlated to infection of primary epithelial cells (CKC), pointing out that

initial, early interaction of Salmonella with epithelial cells might contribute to

most of the interaction of Salmonella with the caecal tonsil. Accordingly, it is

highly predicted that infection of chickens with S. Typhimurium or S. Hadar

could stimulate a comparable levels of immune responses as S. Enteritidis and

S. Infantis, respectively. Previous studies have shown that S. Typhimurium
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infection in chickens induces gut enteropathogenic responses (Withanage et al.,

2004, Withanage et al., 2005b) while S. Hadar is regarded as less-invasive and

of moderate immune stimulating characteristics when compared with S.

Enteritidis (Berndt et al., 2007).

6.5 Salmonella TTSS- and flagella-associated virulence

It has been shown that S. Typhimurium requires both SPI-1 and SPI-2 for

gastrointestinal colonization and systemic spread in chickens (Jones et al.,

2007). Using a mixed infection approach, recent evidence indicates that the

contribution of SPI-1 in the colonization of gut and spleen of chickens is

greater than that of SPI-2 (Dieye et al., 2009). In a previous study which was

conducted to investigate the potential role of different SPI (1 to 5) in the

colonization of S. Enteritidis of orally infected chickens, it has been shown that

both SPI-1 and SPI-2 are known to be required by S. Enteritidis for

colonization of internal organs (liver and spleen), while the influx of PMNs

into the caecum is SPI-1 dependent (Rychlik et al., 2009). Moreover, it has

been found that SPI-2 is required for invasion and systemic spread of S.

Enteritidis following infection of one-week-old chickens (Wisner et al., 2010).

It has been also shown that SPI-2 is important for reproductive tract

colonization by S. Enteritidis (Bohez et al., 2008) while SPI-1 is required for

caecal colonization of chickens by S. Enteritidis (Bohez et al., 2006). While a

ssrA (SPI-2) mutant of S. Enteritidis poorly colonizes the ovaries and oviducts

and induces less pathology in the reproductive organs, compared the wt S.

Enteritidis, of laying hens infected intravenously (Bohez et al., 2008), a hilA

(SPI-1) mutant strain of S. Enteritidis produces a strong colonization inhibition

effect in the caecum and internal organs of newly hatched chicks when
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administered 24 h before the challenge with the wt strain of S. Enteritidis

(Bohez et al., 2007). New evidence suggests that SPI, other than SPI-1 and

SPI-2, are important for colonization of S. Gallinarum in chickens and could

provide further explanations regarding the contribution of SPI to the host

specificity of S. Gallinarum to chickens. Indeed, It has been recently shown

that the newly identified SPI-19 (encode T6SS) plays a vital role in the

colonization of S. Gallinarum in chickens, where a SPI-19 deletion mutant

showed a severe reduction in colonization of the intestinal tract (ileum and

caecum) and the internal organs (liver and spleen) compared with the wt S.

Gallinarum (Blondel et al., 2010).

The present study also demonstrates the important role played by SPI-

encoded TTSS and flagella in the pathogenesis and immune responses to

Salmonella. TTSS-1 (invA) and non-motile (fliJ), but not TTSS-2 (ssaR),

mutants of S. Enteritidis have shown a reduced capability to invade, and

survive in, the chicken epithelial cells, in comparison with the wt S. Enteritidis.

Moreover, while fliJ non-motile strain of S. Enteritidis was a non-inducer of

pro-inflammatory immune markers, such as CXCLi1, CXCLi2, IL-6 and

iNOS, from infected epithelial cells, infection with TTSS-1 (invA) or TTSS-2

(ssaR) deficient mutants of S. Enteritidis is typified by lower induction of

inflammatory mediators, when compared with the parent strain of S.

Enteritidis. It is clearly evident that TTSS mutants of S. Enteritidis are

expressing a certain degree of immune stimulation, although they can be

regarded as less virulent in the context of invasion and stimulation of immune

response. Compared to the parent strain of S. Gallinarum, the motile strain of S.
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Gallinarum (Flg+) has shown an increased degree of invasiveness and

inflammatory cytokine immune response (CXCLi2 and IL-6) in the infected

epithelial cells. These findings show the important role of flagella in invasion

and induction of immune responses during the course of Salmonella infection

in poultry. Mice infected with non-flagellate mutants of S. Typhimurium failed

to express a robust, initial intestinal inflammatory response and developed a

severe systemic form of the disease two days following infection (Vijay-Kumar

et al., 2006). Genome analysis has indicated that S. Enteritidis and S.

Gallinarum are recently diverged clones, with the latter genome has undergone

extensive functional gene loss and pseudogene formation which is potentially

involved in virulence and host adaptation (Thomson et al., 2008). This could

also provide an evolutionary reason for S. Gallinarum and S. Pullorum losing

motility and suggesting that the role of TLR5 may be important in chickens

than mammals since the taxonomically related serovars (S. Enteritidis and S.

Dublin) remain motile. This is also support the contention that, in contrast to S.

Enteritidis, the absence of flagella by the poultry-specific serovars would

enable these serotypes to invade the intestine without the stimulation of an

inflammatory response from the host intestine (Kaiser et al., 2000, Iqbal et al.,

2005b). Taken together, these findings also represent a major shift toward the

production of novel vaccine to control Salmonella infection in poultry. Further

research is required to evaluate the pathogenicity, immunogenicity and efficacy

of protection of this strain in chickens (in vivo).

In conclusion, the present study provides more insights on the mucosal

immune response to Salmonella as well as their interaction with the innate

cellular components. Here we have shown that avian immune responses are
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differentially modulated by Salmonella and in a way that is dependant on the

infecting serovar. While S. Enteritidis and S. Typhimurium expressed a higher

magnitude of inflammatory immune response, S. Pullorum and S. Gallinarum

did not.

6.6 Future work

No doubt that there is a need to clarify some points of interest based on the

findings gained from this study.

1- Future work might involve the use of primary blood-derived or tissue

(spleen) macrophages to confirm and characterize the immune pathways

involved in both typhoid and non-typhoid Salmonella infection.

2- Future work will study the role of, and relation between, host LITAF and

bacterial AvrA in enteric and typhoid Salmonella infection in poultry. This can

be performed by using Salmonella AvrA mutants and study the immune

responses of poultry to infection with or without the administration of TNF-α 

neutralizing antibodies.

3- Future research will also be conducted to study changes in T-cell population

in response to infection with typhoid and non-typhoid Salmonellae in poultry.

It is clear now that development of effective Salmonella vaccines in poultry

requires more comprehensive analysis and study of the avian immunology and

host responses to infection. This should take into account the interaction of

Salmonella with T-cells and study of cellular changes in T-cell composition

following infection.

4- Future work will involve an analysis of additional time points to support the

data and conclusions.
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7 Appendices

7.1 Growth curves of different Salmonella serotypes and determination

of exponential growth (Log) phase

Nalr resistance was performed as described earlier for all Salmonella serotypes

examined in this study. For infection experiments and to determine the

exponential growth phase of each strain, growth patterns for different serotypes

were determined using the serial dilution (viable colony count) and

spectrophotometeric methods (OD) (Figures 7.1 & 7.2). Results indicated that

the mid-log phase for different serotypes is located between 1 and 3 hours post

incubation. Both S. Pullorum and S. Gallinarum showed a slower growth in

comparison with the other strains tested in this experiment. Both parent and

Nalr resistant serotypes were compared in terms of their growth pattern and the

obtained results demonstrated that the growth rate was not changed by the

nalidixic acid resistance (Figures 7.1 & 7.2). The exponential growth rate (µ)

remained unaltered by the nalidixic acid resistance. A calibration graph was

designed between the log10 counts and the optical density and further used to

estimate the infection dose (1:10) for each individual strain ((Figures 7.3 &

7.4).
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Figure 7.1: Growth curves of different Salmonella serovars based on VCC.

(ST) S. Typhimurium (µ=0.6), (SE) S. Enteritidis (µ=0.6), (SP) S. Pullorum (µ=0.5),

(SG) S. Gallinarum (µ=0.5), (SH) S. Hadar (µ=0.6) and (SI) S. Infantis (µ=0.6).

Values are expressed as means ± standard errors of three independent experiments for

sensitive strains (Sens) and as means for the Nalr strains.

Sens NalrSens Nalr
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Figure 7.2: Growth curves of different Salmonella serovars based on the OD 600 nm.

(ST) S. Typhimurium (µ=0.6), (SE) S. Enteritidis (µ=0.6), (SP) S. Pullorum (µ=0.5),

(SG) S. Gallinarum (µ=0.5), (SH) S. Hadar (µ=0.6) and (SI) S. Infantis (µ=0.6).

Values are expressed as means ± standard errors of three independent experiments for

sensitive strains (Sens) and as means for the Nalr strains.

Sens NalrSens Nalr
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Figure 7.3: Calibration graphs between the bacterial counts and the optical density of

different mutant strains of Salmonella serotypes which were used for estimation of the

infection doses.

(SE/invA) S. Enteritidis invA, (SE/ssaR) S. Enteritidis ssaR, (SE/fliJ) S. Enteritidis fliJ,

(SP/sipB) S. Pullorum sipB, (SP/spaS) S. Pullorum spaS, (SP/ssaU) S. Pullorum ssaU

and (SG/flgL) S. Gallinarum Flg+.
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Figure 7.4: Calibration graphs between the bacterial counts and the optical density of

different Salmonella serotypes and E. coli K-12 which were used for estimation of the

infection doses.

(ST) S. Typhimurium, (SE) S. Enteritidis, (SP) S. Pullorum, (SG) S. Gallinarum, (SH)

S. Hadar, (SI) S. Infantis and (EC) E. coli-K12.
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7.2 Red blood cells lysis buffer

8.29g NH4Cl (0.15 M) (Ammonium chloride)

1g KHCO3 (1.0 mM) (Potassium hydrogen carbonate)

37.2 mg Na2EDTA (0.1 mM) (Disodium EDTA).

pH to 7.2-7.4

Make up to 1 litre and filter sterilise (0.22 μm filter), store at room temperature. 



Chapter 8 Bibliography

192

8 Bibliography

ABDALLA, S. A., HORIUCHI, H., FURUSAWA, S. & MATSUDA, H. 2004.
Molecular cloning and characterization of chicken tumor necrosis factor
(TNF)-superfamily ligands, CD30L and TNF-related apoptosis
inducing ligand (TRAIL). J Vet Med Sci, 66, 643-50.

ADAK, G. K., LONG, S. M. & O'BRIEN, S. J. 2002. Trends in indigenous
foodborne disease and deaths, England and Wales: 1992 to 2000. Gut,
51, 832-41.

ADEREM, A. & ULEVITCH, R. J. 2000. Toll-like receptors in the induction
of the innate immune response. Nature, 406, 782-7.

AKBARI, M. R., HAGHIGHI, H. R., CHAMBERS, J. R., BRISBIN, J.,
READ, L. R. & SHARIF, S. 2008. Expression of antimicrobial peptides
in cecal tonsils of chickens treated with probiotics and infected with
Salmonella enterica serovar typhimurium. Clin Vaccine Immunol, 15,
1689-93.

AKIRA, S. & TAKEDA, K. 2004. Toll-like receptor signalling. Nat Rev
Immunol, 4, 499-511.

ALLEN-VERCOE, E., SAYERS, A. R. & WOODWARD, M. J. 1999.
Virulence of Salmonella enterica serotype Enteritidis aflagellate and
afimbriate mutants in a day-old chick model. Epidemiol Infect, 122,
395-402.

ALLEN-VERCOE, E. & WOODWARD, M. J. 1999a. Colonisation of the
chicken caecum by afimbriate and aflagellate derivatives of Salmonella
enterica serotype Enteritidis. Vet Microbiol, 69, 265-75.

ALLEN-VERCOE, E. & WOODWARD, M. J. 1999b. The role of flagella, but
not fimbriae, in the adherence of Salmonella enterica serotype
Enteritidis to chick gut explant. J Med Microbiol, 48, 771-80.

AVERY, S., ROTHWELL, L., DEGEN, W. D., SCHIJNS, V. E., YOUNG, J.,
KAUFMAN, J. & KAISER, P. 2004. Characterization of the first
nonmammalian T2 cytokine gene cluster: the cluster contains functional
single-copy genes for IL-3, IL-4, IL-13, and GM-CSF, a gene for IL-5
that appears to be a pseudogene, and a gene encoding another
cytokinelike transcript, KK34. J Interferon Cytokine Res, 24, 600-10.

BABU, U. S., GAINES, D. W., LILLEHOJ, H. & RAYBOURNE, R. B. 2006.
Differential reactive oxygen and nitrogen production and clearance of
Salmonella serovars by chicken and mouse macrophages. Dev Comp
Immunol, 30, 942-53.

BACHMANN, M., HORN, K., POLEGANOV, M. A., PAULUKAT, J.,
NOLD, M., PFEILSCHIFTER, J. & MUHL, H. 2006. Interleukin-18
secretion and Th1-like cytokine responses in human peripheral blood
mononuclear cells under the influence of the toll-like receptor-5 ligand
flagellin. Cell Microbiol, 8, 289-300.

BALU, S. & KAISER, P. 2003. Avian interleukin-12beta (p40): cloning and
characterization of the cDNA and gene. J Interferon Cytokine Res, 23,
699-707.

BAO, S., BEAGLEY, K. W., FRANCE, M. P., SHEN, J. & HUSBAND, A. J.
2000. Interferon-gamma plays a critical role in intestinal immunity
against Salmonella typhimurium infection. Immunology, 99, 464-72.



Chapter 8 Bibliography

193

BAR-SHIRA, E. & FRIEDMAN, A. 2006. Development and adaptations of
innate immunity in the gastrointestinal tract of the newly hatched chick.
Dev Comp Immunol, 30, 930-41.

BARNES, E. M., IMPEY, C. S. & STEVENS, B. J. 1979. Factors affecting the
incidence and anti-salmonella activity of the anaerobic caecal flora of
the young chick. J Hyg (Lond), 82, 263-83.

BARROW, P. A. 1989. Further observations on the effect of feeding diets
containing avoparcin on the excretion of salmonellas by experimentally
infected chickens. Epidemiol Infect, 102, 239-52.

BARROW, P. A. 1991. Experimental infection of chickens with Salmonella
enteritidis. Avian Pathol, 20, 145-53.

BARROW, P. A. 2000. The paratyphoid salmonellae. Rev Sci Tech, 19, 351-
75.

BARROW, P. A. 2007. Salmonella infections: immune and non-immune
protection with vaccines. Avian Pathol, 36, 1-13.

BARROW, P. A., BUMSTEAD, N., MARSTON, K., LOVELL, M. A. &
WIGLEY, P. 2004. Faecal shedding and intestinal colonization of
Salmonella enterica in in-bred chickens: the effect of host-genetic
background. Epidemiol Infect, 132, 117-26.

BARROW, P. A., HUGGINS, M. B. & LOVELL, M. A. 1994. Host specificity
of Salmonella infection in chickens and mice is expressed in vivo
primarily at the level of the reticuloendothelial system. Infect Immun,
62, 4602-10.

BARROW, P. A., HUGGINS, M. B., LOVELL, M. A. & SIMPSON, J. M.
1987a. Observations on the pathogenesis of experimental Salmonella
typhimurium infection in chickens. Res Vet Sci, 42, 194-9.

BARROW, P. A. & LOVELL, M. A. 1989. Invasion of Vero cells by
Salmonella species. J Med Microbiol, 28, 59-67.

BARROW, P. A. & LOVELL, M. A. 1991. Experimental infection of egg-
laying hens with Salmonella enteritidis phage type 4. Avian Pathol, 20,
335-48.

BARROW, P. A., LOVELL, M. A. & BERCHIERI, A. 1991. The use of two
live attenuated vaccines to immunize egg-laying hens against
Salmonella enteritidis phage type 4. Avian Pathol, 20, 681-92.

BARROW, P. A., LOVELL, M. A. & STOCKER, B. A. 2000. Protection
against experimental fowl typhoid by parenteral administration of live
SL5828, an aroA-serC (aromatic dependent) mutant of a wild-type
Salmonella Gallinarum strain made lysogenic for P22 sie. Avian Pathol,
29, 423-31.

BARROW, P. A., SIMPSON, J. M. & LOVELL, M. A. 1988. Intestinal
colonisation in the chicken by food-poisoning Salmonella serotypes;
microbial characteristics associated with faecal excretion. Avian Pathol,
17, 571-88.

BARROW, P. A. & TUCKER, J. F. 1986. Inhibition of colonization of the
chicken caecum with Salmonella typhimurium by pre-treatment with
strains of Escherichia coli. J Hyg (Lond), 96, 161-9.

BARROW, P. A., TUCKER, J. F. & SIMPSON, J. M. 1987b. Inhibition of
colonization of the chicken alimentary tract with Salmonella
typhimurium gram-negative facultatively anaerobic bacteria. Epidemiol
Infect, 98, 311-22.



Chapter 8 Bibliography

194

BAUMLER, A. J., TSOLIS, R. M. & HEFFRON, F. 1997. Fimbrial adhesins
of Salmonella typhimurium. Role in bacterial interactions with
epithelial cells. Adv Exp Med Biol, 412, 149-58.

BEAL, R. K., POWERS, C., DAVISON, T. F., BARROW, P. A. & SMITH,
A. L. 2006. Clearance of enteric Salmonella enterica serovar
Typhimurium in chickens is independent of B-cell function. Infect
Immun, 74, 1442-4.

BEAL, R. K., POWERS, C., WIGLEY, P., BARROW, P. A., KAISER, P. &
SMITH, A. L. 2005. A strong antigen-specific T-cell response is
associated with age and genetically dependent resistance to avian
enteric salmonellosis. Infect Immun, 73, 7509-16.

BEAL, R. K., POWERS, C., WIGLEY, P., BARROW, P. A. & SMITH, A. L.
2004a. Temporal dynamics of the cellular, humoral and cytokine
responses in chickens during primary and secondary infection with
Salmonella enterica serovar Typhimurium. Avian Pathol, 33, 25-33.

BEAL, R. K., WIGLEY, P., POWERS, C., HULME, S. D., BARROW, P. A.
& SMITH, A. L. 2004b. Age at primary infection with Salmonella
enterica serovar Typhimurium in the chicken influences persistence of
infection and subsequent immunity to re-challenge. Vet Immunol
Immunopathol, 100, 151-64.

BEDARD, P. A., ALCORTA, D., SIMMONS, D. L., LUK, K. C. &
ERIKSON, R. L. 1987. Constitutive expression of a gene encoding a
polypeptide homologous to biologically active human platelet protein in
Rous sarcoma virus-transformed fibroblasts. Proc Natl Acad Sci U S A,
84, 6715-9.

BEECKMAN, D. S., ROTHWELL, L., KAISER, P. & VANROMPAY, D. C.
2010. Differential cytokine expression in Chlamydophila psittaci
genotype A-, B- or D-infected chicken macrophages after exposure to
Escherichia coli O2:K1 LPS. Dev Comp Immunol, 34, 812-20.

BEFUS, A. D., JOHNSTON, N., LESLIE, G. A. & BIENENSTOCK, J. 1980.
Gut-associated lymphoid tissue in the chicken. I. Morphology,
ontogeny, and some functional characteristics of Peyer's patches. J
Immunol, 125, 2626-32.

BERCHIERI, A., JR. & BARROW, P. A. 1990. Further studies on the
inhibition of colonization of the chicken alimentary tract with
Salmonella typhimurium by pre-colonization with an avirulent mutant.
Epidemiol Infect, 104, 427-41.

BERCHIERI, A., JR., MURPHY, C. K., MARSTON, K. & BARROW, P. A.
2001. Observations on the persistence and vertical transmission of
Salmonella enterica serovars Pullorum and Gallinarum in chickens:
effect of bacterial and host genetic background. Avian Pathol, 30, 221-
31.

BERNDT, A. & METHNER, U. 2001. Gamma/delta T cell response of
chickens after oral administration of attenuated and non-attenuated
Salmonella typhimurium strains. Vet Immunol Immunopathol, 78, 143-
61.

BERNDT, A. & METHNER, U. 2004. B cell and macrophage response in
chicks after oral administration of Salmonella typhimurium strains.
Comp Immunol Microbiol Infect Dis, 27, 235-46.



Chapter 8 Bibliography

195

BERNDT, A., WILHELM, A., JUGERT, C., PIEPER, J., SACHSE, K. &
METHNER, U. 2007. Chicken cecum immune response to Salmonella
enterica serovars of different levels of invasiveness. Infect Immun, 75,
5993-6007.

BEUG, H., VON KIRCHBACH, A., DODERLEIN, G., CONSCIENCE, J. F.
& GRAF, T. 1979. Chicken hematopoietic cells transformed by seven
strains of defective avian leukemia viruses display three distinct
phenotypes of differentiation. Cell, 18, 375-90.

BISHOP, A., HOUSE, D., PERKINS, T., BAKER, S., KINGSLEY, R. A. &
DOUGAN, G. 2008. Interaction of Salmonella enterica serovar Typhi
with cultured epithelial cells: roles of surface structures in adhesion and
invasion. Microbiology, 154, 1914-26.

BLISS, T. W., DOHMS, J. E., EMARA, M. G. & KEELER, C. L., JR. 2005.
Gene expression profiling of avian macrophage activation. Vet Immunol
Immunopathol, 105, 289-99.

BLONDEL, C. J., YANG, H. J., CASTRO, B., CHIANG, S., TORO, C. S.,
ZALDIVAR, M., CONTRERAS, I., ANDREWS-POLYMENIS, H. L.
& SANTIVIAGO, C. A. 2010. Contribution of the type VI secretion
system encoded in SPI-19 to chicken colonization by Salmonella
enterica serotypes Gallinarum and Enteritidis. PLoS One, 5, e11724.

BOCKMAN, D. E. & COOPER, M. D. 1973. Pinocytosis by epithelium
associated with lymphoid follicles in the bursa of Fabricius, appendix,
and Peyer's patches. An electron microscopic study. Am J Anat, 136,
455-77.

BOHEZ, L., DUCATELLE, R., PASMANS, F., BOTTELDOORN, N.,
HAESEBROUCK, F. & VAN IMMERSEEL, F. 2006. Salmonella
enterica serovar Enteritidis colonization of the chicken caecum requires
the HilA regulatory protein. Vet Microbiol, 116, 202-10.

BOHEZ, L., DUCATELLE, R., PASMANS, F., HAESEBROUCK, F. & VAN
IMMERSEEL, F. 2007. Long-term colonisation-inhibition studies to
protect broilers against colonisation with Salmonella Enteritidis, using
Salmonella Pathogenicity Island 1 and 2 mutants. Vaccine, 25, 4235-43.

BOHEZ, L., GANTOIS, I., DUCATELLE, R., PASMANS, F., DEWULF, J.,
HAESEBROUCK, F. & VAN IMMERSEEL, F. 2008. The Salmonella
Pathogenicity Island 2 regulator ssrA promotes reproductive tract but
not intestinal colonization in chickens. Vet Microbiol, 126, 216-24.

BOYD, A., PHILBIN, V. J. & SMITH, A. L. 2007. Conserved and distinct
aspects of the avian Toll-like receptor (TLR) system: implications for
transmission and control of bird-borne zoonoses. Biochem Soc Trans,
35, 1504-7.

BOYEN, F., HAESEBROUCK, F., MAES, D., VAN IMMERSEEL, F.,
DUCATELLE, R. & PASMANS, F. 2008a. Non-typhoidal Salmonella
infections in pigs: a closer look at epidemiology, pathogenesis and
control. Vet Microbiol, 130, 1-19.

BOYEN, F., PASMANS, F., DONNE, E., VAN IMMERSEEL, F.,
ADRIAENSEN, C., HERNALSTEENS, J. P., DUCATELLE, R. &
HAESEBROUCK, F. 2006a. Role of SPI-1 in the interactions of
Salmonella Typhimurium with porcine macrophages. Vet Microbiol,
113, 35-44.



Chapter 8 Bibliography

196

BOYEN, F., PASMANS, F., VAN IMMERSEEL, F., DONNE, E., MORGAN,
E., DUCATELLE, R. & HAESEBROUCK, F. 2009. Porcine in vitro
and in vivo models to assess the virulence of Salmonella enterica
serovar Typhimurium for pigs. Lab Anim, 43, 46-52.

BOYEN, F., PASMANS, F., VAN IMMERSEEL, F., MORGAN, E.,
ADRIAENSEN, C., HERNALSTEENS, J. P., DECOSTERE, A.,
DUCATELLE, R. & HAESEBROUCK, F. 2006b. Salmonella
Typhimurium SPI-1 genes promote intestinal but not tonsillar
colonization in pigs. Microbes Infect, 8, 2899-907.

BOYEN, F., PASMANS, F., VAN IMMERSEEL, F., MORGAN, E.,
BOTTELDOORN, N., HEYNDRICKX, M., VOLF, J., FAVOREEL,
H., HERNALSTEENS, J. P., DUCATELLE, R. & HAESEBROUCK,
F. 2008b. A limited role for SsrA/B in persistent Salmonella
Typhimurium infections in pigs. Vet Microbiol, 128, 364-73.

BREDT, D. S. & SNYDER, S. H. 1989. Nitric-Oxide Mediates Glutamate-
Linked Enhancement of Cgmp Levels in the Cerebellum. Proceedings
of the National Academy of Sciences of the United States of America,
86, 9030-9033.

BRENNER, F. W., VILLAR, R. G., ANGULO, F. J., TAUXE, R. &
SWAMINATHAN, B. 2000. Salmonella nomenclature. J Clin
Microbiol, 38, 2465-7.

BUCHMEIER, N. A. & HEFFRON, F. 1991. Inhibition of macrophage
phagosome-lysosome fusion by Salmonella typhimurium. Infect
Immun, 59, 2232-8.

BURNS, R. B. & MAXWELL, M. H. 1986. Ultrastructure of Peyer's patches
in the domestic fowl and turkey. J Anat, 147, 235-43.

BURR, R., EFFLER, P., KANENAKA, R., NAKATA, M., HOLLAND, B. &
ANGULO, F. J. 2005. Emergence of Salmonella serotype Enteritidis
phage type 4 in Hawaii traced to locally-produced eggs. Int J Infect Dis,
9, 340-6.

BURT, D. W. & PATON, I. R. 1991. Molecular cloning and primary structure
of the chicken transforming growth factor-beta 2 gene. DNA Cell Biol,
10, 723-34.

CARROLL, P., LA RAGIONE, R. M., SAYERS, A. R. & WOODWARD, M.
J. 2004. The O-antigen of Salmonella enterica serotype Enteritidis PT4:
a significant factor in gastrointestinal colonisation of young but not
newly hatched chicks. Vet Microbiol, 102, 73-85.

CARTER, P. B. & COLLINS, F. M. 1974. Growth of typhoid and paratyphoid
bacilli in intravenously infected mice. Infect Immun, 10, 816-22.

CARVAJAL, B. G., METHNER, U., PIEPER, J. & BERNDT, A. 2008.
Effects of Salmonella enterica serovar Enteritidis on cellular
recruitment and cytokine gene expression in caecum of vaccinated
chickens. Vaccine, 26, 5423-33.

CASTELEYN, C., DOOM, M., LAMBRECHTS, E., VAN DEN BROECK,
W., SIMOENS, P. & CORNILLIE, P. 2010. Locations of gut-
associated lymphoid tissue in the 3-month-old chicken: a review. Avian
Pathol, 39, 143-50.

CHADFIELD, M. S., BROWN, D. J., AABO, S., CHRISTENSEN, J. P. &
OLSEN, J. E. 2003. Comparison of intestinal invasion and macrophage



Chapter 8 Bibliography

197

response of Salmonella Gallinarum and other host-adapted Salmonella
enterica serovars in the avian host. Vet Microbiol, 92, 49-64.

CHAKRAVORTTY, D., HANSEN-WESTER, I. & HENSEL, M. 2002.
Salmonella pathogenicity island 2 mediates protection of intracellular
Salmonella from reactive nitrogen intermediates. J Exp Med, 195,
1155-66.

CHAN, M. M., CHEN, C. L., AGER, L. L. & COOPER, M. D. 1988.
Identification of the avian homologues of mammalian CD4 and CD8
antigens. J Immunol, 140, 2133-8.

CHAPPELL, L., KAISER, P., BARROW, P., JONES, M. A., JOHNSTON, C.
& WIGLEY, P. 2009. The immunobiology of avian systemic
salmonellosis. Vet Immunol Immunopathol, 128, 53-9.

CHEESEMAN, J. H., KAISER, M. G., CIRACI, C., KAISER, P. &
LAMONT, S. J. 2007. Breed effect on early cytokine mRNA
expression in spleen and cecum of chickens with and without
Salmonella enteritidis infection. Dev Comp Immunol, 31, 52-60.

CHEESEMAN, J. H., LEVY, N. A., KAISER, P., LILLEHOJ, H. S. &
LAMONT, S. J. 2008. Salmonella Enteritidis-induced alteration of
inflammatory CXCL chemokine messenger-RNA expression and
histologic changes in the ceca of infected chicks. Avian Dis, 52, 229-34.

CHEMINAY, C., MOHLENBRINK, A. & HENSEL, M. 2005. Intracellular
Salmonella inhibit antigen presentation by dendritic cells. J Immunol,
174, 2892-9.

CHEN, C. L., CIHAK, J., LOSCH, U. & COOPER, M. D. 1988. Differential
expression of two T cell receptors, TcR1 and TcR2, on chicken
lymphocytes. Eur J Immunol, 18, 539-43.

CHEN, C. M., REN, W. H., YANG, G., ZHANG, C. S. & ZHANG, S. Q.
2009. Molecular cloning, in vitro expression and bioactivity of quail
BAFF. Vet Immunol Immunopathol, 130, 125-30.

CHUAMMITRI, P., OSTOJIC, J., ANDREASEN, C. B., REDMOND, S. B.,
LAMONT, S. J. & PALIC, D. 2009. Chicken heterophil extracellular
traps (HETs): novel defense mechanism of chicken heterophils. Vet
Immunol Immunopathol, 129, 126-31.

CIRACI, C. & LAMONT, S. J. 2011. Avian-specific TLRs and downstream
effector responses to CpG-induction in chicken macrophages. Dev
Comp Immunol, 35, 392-8.

CIRACI, C., TUGGLE, C. K., WANNEMUEHLER, M. J., NETTLETON, D.
& LAMONT, S. J. 2010. Unique genome-wide transcriptome profiles
of chicken macrophages exposed to Salmonella-derived endotoxin.
BMC Genomics, 11, 545.

CIRIACO, E., PINERA, P. P., DIAZ-ESNAL, B. & LAURA, R. 2003. Age-
related changes in the avian primary lymphoid organs (thymus and
bursa of Fabricius). Microsc Res Tech, 62, 482-7.

CLARK, M. A., JEPSON, M. A., SIMMONS, N. L. & HIRST, B. H. 1994.
Preferential interaction of Salmonella typhimurium with mouse Peyer's
patch M cells. Res Microbiol, 145, 543-52.

CLAYTON, D. J., BOWEN, A. J., HULME, S. D., BUCKLEY, A. M.,
DEACON, V. L., THOMSON, N. R., BARROW, P. A., MORGAN, E.,
JONES, M. A., WATSON, M. & STEVENS, M. P. 2008. Analysis of
the role of 13 major fimbrial subunits in colonisation of the chicken



Chapter 8 Bibliography

198

intestines by Salmonella enterica serovar Enteritidis reveals a role for a
novel locus. BMC Microbiol, 8, 228.

COBB, S. P., MCVICAR, C. M., DAVIES, R. H. & AINSWORTH, H. 2005.
Fowl typhoid in caged layer birds. Vet Rec, 157, 268.

COGAN, T. A. & HUMPHREY, T. J. 2003. The rise and fall of Salmonella
Enteritidis in the UK. J Appl Microbiol, 94 Suppl, 114S-119S.

COLLIER-HYAMS, L. S., ZENG, H., SUN, J., TOMLINSON, A. D., BAO,
Z. Q., CHEN, H., MADARA, J. L., ORTH, K. & NEISH, A. S. 2002.
Cutting edge: Salmonella AvrA effector inhibits the key
proinflammatory, anti-apoptotic NF-kappa B pathway. J Immunol, 169,
2846-50.

COLLINS, F. M. 1974. Vaccines and cell-mediated immunity. Bacteriol Rev,
38, 371-402.

COLOE, P. J., BAGUST, T. J. & IRELAND, L. 1984. Development of the
normal gastrointestinal microflora of specific pathogen-free chickens. J
Hyg (Lond), 92, 79-87.

COOK, P., TOTEMEYER, S., STEVENSON, C., FITZGERALD, K. A.,
YAMAMOTO, M., AKIRA, S., MASKELL, D. J. & BRYANT, C. E.
2007. Salmonella-induced SipB-independent cell death requires Toll-
like receptor-4 signalling via the adapter proteins Tram and Trif.
Immunology, 122, 222-9.

COOPER, G. L., VENABLES, L. M., WOODWARD, M. J. &
HORMAECHE, C. E. 1994. Invasiveness and persistence of
Salmonella enteritidis, Salmonella typhimurium, and a genetically
defined S. enteritidis aroA strain in young chickens. Infect Immun, 62,
4739-46.

CORMICAN, P., LLOYD, A. T., DOWNING, T., CONNELL, S. J.,
BRADLEY, D. & O'FARRELLY, C. 2009. The avian Toll-Like
receptor pathway--subtle differences amidst general conformity. Dev
Comp Immunol, 33, 967-73.

CORRIER, D. E., NISBET, D. J., SCANLAN, C. M., HOLLISTER, A. G.,
CALDWELL, D. J., THOMAS, L. A., HARGIS, B. M., TOMKINS, T.
& DELOACH, J. R. 1995. Treatment of commercial broiler chickens
with a characterized culture of cecal bacteria to reduce salmonellae
colonization. Poult Sci, 74, 1093-101.

COUPER, K. N., BLOUNT, D. G. & RILEY, E. M. 2008. IL-10: the master
regulator of immunity to infection. J Immunol, 180, 5771-7.

CRHANOVA, M., HRADECKA, H., FALDYNOVA, M., MATULOVA, M.,
HAVLICKOVA, H., SISAK, F. & RYCHLIK, I. 2011. Immune
response of chicken gut to natural colonisation by gut microflora and to
Salmonella enterica serovar Enteritidis infection. Infect Immun.

CROSA, J. H., BRENNER, D. J., EWING, W. H. & FALKOW, S. 1973.
Molecular relationships among the Salmonelleae. J Bacteriol, 115, 307-
15.

DAN, W. B., GUAN, Z. B., ZHANG, C., LI, B. C., ZHANG, J. & ZHANG, S.
Q. 2007. Molecular cloning, in vitro expression and bioactivity of
goose B-cell activating factor. Vet Immunol Immunopathol, 118, 113-
20.



Chapter 8 Bibliography

199

DANIELS, M. J., HUTCHINGS, M. R. & GREIG, A. 2003. The risk of
disease transmission to livestock posed by contamination of farm stored
feed by wildlife excreta. Epidemiol Infect, 130, 561-8.

DARWIN, K. H. & MILLER, V. L. 1999. Molecular basis of the interaction of
Salmonella with the intestinal mucosa. Clin Microbiol Rev, 12, 405-28.

DAVIES, P. R., SCOTT HURD, H., FUNK, J. A., FEDORKA-CRAY, P. J. &
JONES, F. T. 2004. The role of contaminated feed in the epidemiology
and control of Salmonella enterica in pork production. Foodborne
Pathog Dis, 1, 202-15.

DE BUCK, J., PASMANS, F., VAN IMMERSEEL, F., HAESEBROUCK, F.
& DUCATELLE, R. 2004a. Tubular glands of the isthmus are the
predominant colonization site of Salmonella enteritidis in the upper
oviduct of laying hens. Poult Sci, 83, 352-8.

DE BUCK, J., VAN IMMERSEEL, F., HAESEBROUCK, F. &
DUCATELLE, R. 2004b. Colonization of the chicken reproductive
tract and egg contamination by Salmonella. J Appl Microbiol, 97, 233-
45.

DE JONG, B. & EKDAHL, K. 2006. The comparative burden of salmonellosis
in the European Union member states, associated and candidate
countries. BMC Public Health, 6, 4.

DE VYLDER, J., DEWULF, J., VAN HOOREBEKE, S., PASMANS, F.,
HAESEBROUCK, F., DUCATELLE, R. & VAN IMMERSEEL, F.
2011. Horizontal transmission of Salmonella Enteritidis in groups of
experimentally infected laying hens housed in different housing
systems. Poult Sci, 90, 1391-6.

DE VYLDER, J., VAN HOOREBEKE, S., DUCATELLE, R., PASMANS, F.,
HAESEBROUCK, F., DEWULF, J. & VAN IMMERSEEL, F. 2009.
Effect of the housing system on shedding and colonization of gut and
internal organs of laying hens with Salmonella Enteritidis. Poult Sci,
88, 2491-5.

DEGEN, W. G., DAAL, N., ROTHWELL, L., KAISER, P. & SCHIJNS, V. E.
2005. Th1/Th2 polarization by viral and helminth infection in birds. Vet
Microbiol, 105, 163-7.

DEGEN, W. G., VAN DAAL, N., VAN ZUILEKOM, H. I., BURNSIDE, J. &
SCHIJNS, V. E. 2004. Identification and molecular cloning of
functional chicken IL-12. J Immunol, 172, 4371-80.

DEL CACHO, E., GALLEGO, M., SANZ, A. & ZAPATA, A. 1993.
Characterization of distal lymphoid nodules in the chicken caecum.
Anat Rec, 237, 512-7.

DERACHE, C., ESNAULT, E., BONSERGENT, C., LE VERN, Y., QUERE,
P. & LALMANACH, A. C. 2009. Differential modulation of beta-
defensin gene expression by Salmonella Enteritidis in intestinal
epithelial cells from resistant and susceptible chicken inbred lines. Dev
Comp Immunol, 33, 959-66.

DESIN, T. S., LAM, P. K., KOCH, B., MICKAEL, C., BERBEROV, E.,
WISNER, A. L., TOWNSEND, H. G., POTTER, A. A. & KOSTER,
W. 2009. Salmonella enterica serovar enteritidis pathogenicity island 1
is not essential for but facilitates rapid systemic spread in chickens.
Infect Immun, 77, 2866-75.



Chapter 8 Bibliography

200

DESMIDT, M., DUCATELLE, R., MAST, J., GODDEERIS, B. M.,
KASPERS, B. & HAESEBROUCK, F. 1998. Role of the humoral
immune system in Salmonella enteritidis phage type four infection in
chickens. Vet Immunol Immunopathol, 63, 355-67.

DEVRIES, M. E., KELVIN, A. A., XU, L., RAN, L., ROBINSON, J. &
KELVIN, D. J. 2006. Defining the origins and evolution of the
chemokine/chemokine receptor system. J Immunol, 176, 401-15.

DIEYE, Y., AMEISS, K., MELLATA, M. & CURTISS, R., 3RD 2009. The
Salmonella Pathogenicity Island (SPI) 1 contributes more than SPI2 to
the colonization of the chicken by Salmonella enterica serovar
Typhimurium. BMC Microbiol, 9, 3.

DIGBY, M. R. & LOWENTHAL, J. W. 1995. Cloning and expression of the
chicken interferon-gamma gene. J Interferon Cytokine Res, 15, 939-45.

DING, A. H., NATHAN, C. F. & STUEHR, D. J. 1988. Release of reactive
nitrogen intermediates and reactive oxygen intermediates from mouse
peritoneal macrophages. Comparison of activating cytokines and
evidence for independent production. J Immunol, 141, 2407-12.

DONNE, E., PASMANS, F., BOYEN, F., VAN IMMERSEEL, F.,
ADRIAENSEN, C., HERNALSTEENS, J. P., DUCATELLE, R. &
HAESEBROUCK, F. 2005. Survival of Salmonella serovar
Typhimurium inside porcine monocytes is associated with complement
binding and suppression of the production of reactive oxygen species.
Vet Microbiol, 107, 205-14.

EBERS, K. L., ZHANG, C. Y., ZHANG, M. Z., BAILEY, R. H. & ZHANG,
S. 2009. Transcriptional profiling avian beta-defensins in chicken
oviduct epithelial cells before and after infection with Salmonella
enterica serovar Enteritidis. BMC Microbiol, 9, 153.

ECKMANN, L. & KAGNOFF, M. F. 2001. Cytokines in host defense against
Salmonella. Microbes Infect, 3, 1191-200.

EFSA 2004a. Opinion of the Scientific Panel on Biological Hazards on the
request from the Commission related to the use of vaccines for the
control of Salmonella in poultry. EFSA J. , 114:1–74.

EFSA 2004b. The use of vaccines for the control of Salmonella in poultry.
EFSA J., 114:1-74.

EFSA 2007a. The community summary report on trends and sources of
zoonoses, zoonotic agents, antimicrobial resistance and foodborne
outbreaks in the European Union in 2006. EFSA J., 130: 34–117.

EFSA 2007b. Report of the task force on zoonoses data collection on the
analysis of the baseline study on the prevalence of Salmonella in
holdings of laying hen flocks of Gallus gallus. EFSA J., 97: 1–84.

EISENSTEIN, T. K. 2001. Implications of Salmonella-induced nitric oxide
(NO) for host defense and vaccines: NO, an antimicrobial, antitumor,
immunosuppressive and immunoregulatory molecule. Microbes Infect,
3, 1223-31.

ELSON, R., LITTLE, C. L. & MITCHELL, R. T. 2005. Salmonella and raw
shell eggs: results of a cross-sectional study of contamination rates and
egg safety practices in the United Kingdom catering sector in 2003. J
Food Prot, 68, 256-64.



Chapter 8 Bibliography

201

ESTEBAN, J. I., OPORTO, B., ADURIZ, G., JUSTE, R. A. & HURTADO, A.
2008. A survey of food-borne pathogens in free-range poultry farms. Int
J Food Microbiol, 123, 177-82.

ESWARAPPA, S. M., NEGI, V. D., CHAKRABORTY, S.,
CHANDRASEKHAR SAGAR, B. K. & CHAKRAVORTTY, D. 2010.
Division of the Salmonella-containing vacuole and depletion of acidic
lysosomes in Salmonella-infected host cells are novel strategies of
Salmonella enterica to avoid lysosomes. Infect Immun, 78, 68-79.

FAN, J., XIE, Y., LI, X., GUO, G., MENG, Q., XIU, Y., LI, T., FENG, W. &
MA, L. 2009. The influence of Peyer's patch apoptosis on intestinal
mucosal immunity in burned mice. Burns, 35, 687-94.

FARNELL, M. B., EL HALAWANI, M., YOU, S., MCELROY, A. P.,
HARGIS, B. M. & CALDWELL, D. J. 2001. In vivo biologic effects of
recombinant-turkey interferon-gamma in neonatal leghorn chicks:
protection against Salmonella enteritidis organ invasion. Avian Dis, 45,
473-8.

FASINA, Y. O., HOLT, P. S., MORAN, E. T., MOORE, R. W., CONNER, D.
E. & MCKEE, S. R. 2008. Intestinal cytokine response of commercial
source broiler chicks to Salmonella typhimurium infection. Poult Sci,
87, 1335-46.

FEARON, D. T. & LOCKSLEY, R. M. 1996. The instructive role of innate
immunity in the acquired immune response. Science, 272, 50-3.

FERRO, P. J., SWAGGERTY, C. L., KAISER, P., PEVZNER, I. Y. &
KOGUT, M. H. 2004. Heterophils isolated from chickens resistant to
extra-intestinal Salmonella enteritidis infection express higher levels of
pro-inflammatory cytokine mRNA following infection than heterophils
from susceptible chickens. Epidemiol Infect, 132, 1029-37.

FIELDS, P. I., SWANSON, R. V., HAIDARIS, C. G. & HEFFRON, F. 1986.
Mutants of Salmonella typhimurium that cannot survive within the
macrophage are avirulent. Proc Natl Acad Sci U S A, 83, 5189-93.

FISHER, I. S. 2004. Dramatic shift in the epidemiology of Salmonella enterica
serotype Enteritidis phage types in western Europe, 1998-2003--results
from the Enter-net international salmonella database. Euro Surveill, 9,
43-5.

FOSTER, N., HULME, S. D. & BARROW, P. A. 2003. Induction of
antimicrobial pathways during early-phase immune response to
Salmonella spp. in murine macrophages: gamma interferon (IFN-
gamma) and upregulation of IFN-gamma receptor alpha expression are
required for NADPH phagocytic oxidase gp91-stimulated oxidative
burst and control of virulent Salmonella spp. Infect Immun, 71, 4733-
41.

FOSTER, N., HULME, S. D. & BARROW, P. A. 2006. Vasoactive intestinal
peptide (VIP) prevents killing of virulent and phoP mutant Salmonella
typhimurium by inhibiting IFN-gamma stimulated NADPH oxidative
pathways in murine macrophages. Cytokine, 36, 134-40.

FRASER, R. W., WILLIAMS, N. T., POWELL, L. F. & COOK, A. J. 2009.
Reducing Campylobacter and Salmonella Infection: Two Studies of the
Economic Cost and Attitude to Adoption of On-farm Biosecurity
Measures. Zoonoses Public Health.



Chapter 8 Bibliography

202

FRIEDMAN, A., BAR-SHIRA, E. & SKLAN, D. 2003. Ontogeny of gut
associated immune competence in the chick. Worlds Poultry Science
Journal, 59, 209-219.

FROST, A. J., BLAND, A. P. & WALLIS, T. S. 1997. The early dynamic
response of the calf ileal epithelium to Salmonella typhimurium. Vet
Pathol, 34, 369-86.

FSA 2006. Survey of Salmonella Contamination of Non-UK Produced Shell
Eggs on Retail Sale in the North West of England and London.

FURCHGOTT, R. F. & VANHOUTTE, P. M. 1989. Endothelium-Derived
Relaxing and Contracting Factors. Faseb Journal, 3, 2007-2018.

GALAN, J. E. 2001. Salmonella interactions with host cells: type III secretion
at work. Annu Rev Cell Dev Biol, 17, 53-86.

GALYOV, E. E., WOOD, M. W., ROSQVIST, R., MULLAN, P. B.,
WATSON, P. R., HEDGES, S. & WALLIS, T. S. 1997. A secreted
effector protein of Salmonella dublin is translocated into eukaryotic
cells and mediates inflammation and fluid secretion in infected ileal
mucosa. Mol Microbiol, 25, 903-12.

GANTOIS, I., DUCATELLE, R., PASMANS, F., HAESEBROUCK, F.,
GAST, R., HUMPHREY, T. J. & VAN IMMERSEEL, F. 2009a.
Mechanisms of egg contamination by Salmonella Enteritidis. FEMS
Microbiol Rev, 33, 718-38.

GANTOIS, I., DUCATELLE, R., PASMANS, F., HAESEBROUCK, F.,
HAUTEFORT, I., THOMPSON, A., HINTON, J. C. & VAN
IMMERSEEL, F. 2006. Butyrate specifically down-regulates
salmonella pathogenicity island 1 gene expression. Appl Environ
Microbiol, 72, 946-9.

GANTOIS, I., DUCATELLE, R., PASMANS, F., HAESEBROUCK, F. &
VAN IMMERSEEL, F. 2008a. Salmonella enterica serovar Enteritidis
genes induced during oviduct colonization and egg contamination in
laying hens. Appl Environ Microbiol, 74, 6616-22.

GANTOIS, I., DUCATELLE, R., PASMANS, F., HAESEBROUCK, F. &
VAN IMMERSEEL, F. 2009b. The Salmonella Enteritidis
lipopolysaccharide biosynthesis gene rfbH is required for survival in
egg albumen. Zoonoses Public Health, 56, 145-9.

GANTOIS, I., EECKHAUT, V., PASMANS, F., HAESEBROUCK, F.,
DUCATELLE, R. & VAN IMMERSEEL, F. 2008b. A comparative
study on the pathogenesis of egg contamination by different serotypes
of Salmonella. Avian Pathol, 37, 399-406.

GAST, R. K. 1997. Salmonella infections in Diseases of Poultry by Calnek
B.W., Barnes H.J., Beard C.W., McDougald L.R. and Saif Y.M.. 10th
edition. Iowa State University press Ames, Iowa, USA.

.
GAST, R. K. 2003. Salmonella infections. In Diseases of Poultry(11th ed.) by

Saif, Y.M., Barnes H.J., Fadly, A.M., Glisson, J.R., McDougald L.R.
and Swayne, D.E. Iowa State press, Iowa, USA.

GAST, R. K. 2008. Salmonella Infections. Paratyphoid Infections. In Diseases
of Poultry (12th ed.) by Y.M. Saif, A.M. Fadly, J.R. Glisson, L.R.
McDougald, L.K. Nolan, D.E. Swayne and the Editorial board for the
AAAP. Blackwell Publishing.



Chapter 8 Bibliography

203

GEWIRTZ, A. T., SIMON, P. O., JR., SCHMITT, C. K., TAYLOR, L. J.,
HAGEDORN, C. H., O'BRIEN, A. D., NEISH, A. S. & MADARA, J.
L. 2001. Salmonella typhimurium translocates flagellin across intestinal
epithelia, inducing a proinflammatory response. J Clin Invest, 107, 99-
109.

GIBSON, M. S., KAISER, P. & FIFE, M. 2009. Identification of chicken
granulocyte colony-stimulating factor (G-CSF/CSF3): the previously
described myelomonocytic growth factor is actually CSF3. J Interferon
Cytokine Res, 29, 339-43.

GILLESPIE, I. A., O'BRIEN, S. J., ADAK, G. K., WARD, L. R. & SMITH, H.
R. 2005. Foodborne general outbreaks of Salmonella Enteritidis phage
type 4 infection, England and Wales, 1992-2002: where are the risks?
Epidemiol Infect, 133, 795-801.

GOLDBERG, M. B. & RUBIN, R. H. 1988. The spectrum of Salmonella
infection. Infect Dis Clin North Am, 2, 571-98.

GORVEL, J. P. & MERESSE, S. 2001. Maturation steps of the Salmonella-
containing vacuole. Microbes Infect, 3, 1299-303.

GREEN, L. C., WAGNER, D. A., GLOGOWSKI, J., SKIPPER, P. L.,
WISHNOK, J. S. & TANNENBAUM, S. R. 1982. Analysis of nitrate,
nitrite, and [15N]nitrate in biological fluids. Anal Biochem, 126, 131-8.

GUAN, Z. B., YE, J. L., DAN, W. B., YAO, W. J. & ZHANG, S. Q. 2007.
Cloning, expression and bioactivity of duck BAFF. Mol Immunol, 44,
1471-6.

GULIG, P. A., DOYLE, T. J., CLARE-SALZLER, M. J., MAIESE, R. L. &
MATSUI, H. 1997. Systemic infection of mice by wild-type but not
Spv- Salmonella typhimurium is enhanced by neutralization of gamma
interferon and tumor necrosis factor alpha. Infect Immun, 65, 5191-7.

HAAGSMAN, H. P., VAN DIJK, A., VELDHUIZEN, E. J. A., KALKHOVE,
S. I. C., TJEERDSMA-VAN BOKHOVEN, J. L. M. & ROMIJN, R. A.
2007. The beta-defensin gallinacin-6 is expressed in the chicken
digestive tract and has antimicrobial activity against food-borne
pathogens. Antimicrobial Agents and Chemotherapy, 51, 912-922.

HACHICHA, M., RATHANASWAMI, P., NACCACHE, P. H. & MCCOLL,
S. R. 1998. Regulation of chemokine gene expression in human
peripheral blood neutrophils phagocytosing microbial pathogens. J
Immunol, 160, 449-54.

HAGHIGHI, H. R., ABDUL-CAREEM, M. F., DARA, R. A., CHAMBERS,
J. R. & SHARIF, S. 2008. Cytokine gene expression in chicken cecal
tonsils following treatment with probiotics and Salmonella infection.
Vet Microbiol, 126, 225-33.

HAN, Y., NIU, M., AN, L. & LI, W. 2009. Upregulation of proinflammatory
cytokines and NO production in BV-activated avian macrophage-like
cell line (HD11) requires MAPK and NF-kappaB pathways. Int
Immunopharmacol, 9, 817-23.

HAPFELMEIER, S., STECHER, B., BARTHEL, M., KREMER, M.,
MULLER, A. J., HEIKENWALDER, M., STALLMACH, T.,
HENSEL, M., PFEFFER, K., AKIRA, S. & HARDT, W. D. 2005. The
Salmonella pathogenicity island (SPI)-2 and SPI-1 type III secretion
systems allow Salmonella serovar typhimurium to trigger colitis via



Chapter 8 Bibliography

204

MyD88-dependent and MyD88-independent mechanisms. J Immunol,
174, 1675-85.

HARWIG, S. S., SWIDEREK, K. M., KOKRYAKOV, V. N., TAN, L., LEE,
T. D., PANYUTICH, E. A., ALESHINA, G. M., SHAMOVA, O. V. &
LEHRER, R. I. 1994. Gallinacins: cysteine-rich antimicrobial peptides
of chicken leukocytes. FEBS Lett, 342, 281-5.

HAYASHI, F., SMITH, K. D., OZINSKY, A., HAWN, T. R., YI, E. C.,
GOODLETT, D. R., ENG, J. K., AKIRA, S., UNDERHILL, D. M. &
ADEREM, A. 2001. The innate immune response to bacterial flagellin
is mediated by Toll-like receptor 5. Nature, 410, 1099-103.

HE, H., GENOVESE, K. J. & KOGUT, M. H. 2011. Modulation of chicken
macrophage effector function by T(H)1/T(H)2 cytokines. Cytokine, 53,
363-9.

HE, H., GENOVESE, K. J., NISBET, D. J. & KOGUT, M. H. 2006. Profile of
Toll-like receptor expressions and induction of nitric oxide synthesis by
Toll-like receptor agonists in chicken monocytes. Mol Immunol, 43,
783-9.

HE, H. & KOGUT, M. H. 2003. CpG-ODN-induced nitric oxide production is
mediated through clathrin-dependent endocytosis, endosomal
maturation, and activation of PKC, MEK1/2 and p38 MAPK, and NF-
kappaB pathways in avian macrophage cells (HD11). Cell Signal, 15,
911-7.

HE, H., MACKINNON, K. M., GENOVESE, K. J., NERREN, J. R.,
SWAGGERTY, C. L., NISBET, D. J. & KOGUT, M. H. 2009.
Chicken scavenger receptors and their ligand-induced cellular immune
responses. Mol Immunol, 46, 2218-25.

HEGDE, S. N., ROLLS, B. A., TURVEY, A. & COATES, M. E. 1982.
Influence of Gut Microflora on the Lymphoid-Tissue of the Chicken
(Gallus-Domesticus) and Japanese Quail (Coturnix-Coturnix-Japonica).
Comparative Biochemistry and Physiology a-Physiology, 72, 205-209.

HEIDARI, M., ZHANG, H. M. & SHARIF, S. 2008. Marek's disease virus
induces Th-2 activity during cytolytic infection. Viral Immunol, 21,
203-14.

HENDERSON, S. C., BOUNOUS, D. I. & LEE, M. D. 1999. Early events in
the pathogenesis of avian salmonellosis. Infect Immun, 67, 3580-6.

HENSEL, M. 2000. Salmonella pathogenicity island 2. Mol Microbiol, 36,
1015-23.

HESS, J., LADEL, C., MIKO, D. & KAUFMANN, S. H. 1996. Salmonella
typhimurium aroA- infection in gene-targeted immunodeficient mice:
major role of CD4+ TCR-alpha beta cells and IFN-gamma in bacterial
clearance independent of intracellular location. J Immunol, 156, 3321-6.

HEYNDRICKX, M., PASMANS, F., DUCATELLE, R., DECOSTERE, A. &
HAESEBROUCK, F. 2005. Recent changes in Salmonella
nomenclature: the need for clarification. Vet J, 170, 275-7.

HIBBS, J. B., TAINTOR, R. R. & VAVRIN, Z. 1987. Macrophage
Cytotoxicity - Role for L-Arginine Deiminase and Imino-Nitrogen
Oxidation to Nitrite. Science, 235, 473-476.

HIKI, K., YUI, Y., HATTORI, R., EIZAWA, H., KOSUGA, K. & KAWAI, C.
1991. 3 Regulation Mechanisms of Nitric-Oxide Synthase. European



Chapter 8 Bibliography

205

Journal of Pharmacology-Molecular Pharmacology Section, 206, 163-
164.

HILLIER, L. W., MILLER, W., BIRNEY, E., WARREN, W., HARDISON, R.
C., PONTING, C. P., BORK, P., BURT, D. W., GROENEN, M. A. M.,
DELANY, M. E., DODGSON, J. B., CHINWALLA, A. T., CLIFTEN,
P. F., CLIFTON, S. W., DELEHAUNTY, K. D., FRONICK, C.,
FULTON, R. S., GRAVES, T. A., KREMITZKI, C., LAYMAN, D.,
MAGRINI, V., MCPHERSON, J. D., MINER, T. L., MINX, P.,
NASH, W. E., NHAN, M. N., NELSON, J. O., ODDY, L. G., POHL,
C. S., RANDALL-MAHER, J., SMITH, S. M., WALLIS, J. W.,
YANG, S. P., ROMANOV, M. N., RONDELLI, C. M., PATON, B.,
SMITH, J., MORRICE, D., DANIELS, L., TEMPEST, H. G.,
ROBERTSON, L., MASABANDA, J. S., GRIFFIN, D. K., VIGNAL,
A., FILLON, V., JACOBBSON, L., KERJE, S., ANDERSSON, L.,
CROOIJMANS, R. P. M., AERTS, J., VAN DER POEL, J. J.,
ELLEGREN, H., CALDWELL, R. B., HUBBARD, S. J., GRAFHAM,
D. V., KIERZEK, A. M., MCLAREN, S. R., OVERTON, I. M.,
ARAKAWA, H., BEATTIE, K. J., BEZZUBOV, Y., BOARDMAN, P.
E., BONFIELD, J. K., CRONING, M. D. R., DAVIES, R. M.,
FRANCIS, M. D., HUMPHRAY, S. J., SCOTT, C. E., TAYLOR, R.
G., TICKLE, C., BROWN, W. R. A., ROGERS, J., BUERSTEDDE, J.
M., WILSON, S. A., STUBBS, L., OVCHARENKO, I., GORDON, L.,
LUCAS, S., MILLER, M. M., INOKO, H., SHIINA, T., KAUFMAN,
J., SALOMONSEN, J., SKJOEDT, K., WONG, G. K. S., WANG, J.,
LIU, B., WANG, J., YU, J., YANG, H. M., NEFEDOV, M.,
KORIABINE, M., DEJONG, P. J., GOODSTADT, L., WEBBER, C.,
DICKENS, N. J., LETUNIC, I., SUYAMA, M., TORRENTS, D., VON
MERING, C., et al. 2004. Sequence and comparative analysis of the
chicken genome provide unique perspectives on vertebrate evolution.
Nature, 432, 695-716.

HOLLINGER, K. 2000. Epidemiology and Salmonellosis. In Wray C. and
Wray A, Salmonella in Domestic Animals, CABI Publishing,
Willingford, Oxford.

HOLT, P. S., VAUGHN, L. E. & GAST, R. K. 2010. Flow cytometric
characterization of Peyer's patch and cecal tonsil T lymphocytes in
laying hens following challenge with Salmonella enterica serovar
Enteritidis. Vet Immunol Immunopathol, 133, 276-81.

HONG, Y. H., LILLEHOJ, H. S., LEE, S. H., DALLOUL, R. A. &
LILLEHOJ, E. P. 2006a. Analysis of chicken cytokine and chemokine
gene expression following Eimeria acervulina and Eimeria tenella
infections. Vet Immunol Immunopathol, 114, 209-23.

HONG, Y. H., LILLEHOJ, H. S., LEE, S. H., PARK, D. W. & LILLEHOJ, E.
P. 2006b. Molecular cloning and characterization of chicken
lipopolysaccharide-induced TNF-alpha factor (LITAF). Dev Comp
Immunol, 30, 919-29.

HONG, Y. H., LILLEHOJ, H. S., PARK, D. W., LEE, S. H., HAN, J. Y.,
SHIN, J. H., PARK, M. S. & KIM, J. K. 2008. Cloning and functional
characterization of chicken interleukin-17D. Vet Immunol
Immunopathol, 126, 1-8.



Chapter 8 Bibliography

206

HOOP, R. K. & POSPISCHIL, A. 1993. Bacteriological, serological,
histological and immunohistochemical findings in laying hens with
naturally acquired Salmonella enteritidis phage type 4 infection. Vet
Rec, 133, 391-3.

HORMAECHE, C. E. 1979a. Genetics of natural resistance to salmonellae in
mice. Immunology, 37, 319-27.

HORMAECHE, C. E. 1979b. Natural resistance to Salmonella typhimurium in
different inbred mouse strains. Immunology, 37, 311-8.

HUGHES, S., HAYNES, A., O'REGAN, M. & BUMSTEAD, N. 2001.
Identification, mapping, and phylogenetic analysis of three novel
chicken CC chemokines. Immunogenetics, 53, 674-83.

HUGHES, S., POH, T. Y., BUMSTEAD, N. & KAISER, P. 2007. Re-
evaluation of the chicken MIP family of chemokines and their receptors
suggests that CCL5 is the prototypic MIP family chemokine, and that
different species have developed different repertoires of both the CC
chemokines and their receptors. Dev Comp Immunol, 31, 72-86.

HUME, M. E., KUBENA, L. F., EDRINGTON, T. S., DONSKEY, C. J.,
MOORE, R. W., RICKE, S. C. & NISBET, D. J. 2003. Poultry
digestive microflora biodiversity as indicated by denaturing gradient gel
electrophoresis. Poult Sci, 82, 1100-7.

HUMPHREY, T. 2000. Public-health aspects of Salmonella infection. In Wray
C. and Wray A, Salmonella in Domestic Animals, CABI Publishing,
Willingford, Oxford.

HUMPHREY, T. J., BASKERVILLE, A., CHART, H. & ROWE, B. 1989.
Infection of egg-laying hens with Salmonella enteritidis PT4 by oral
inoculation. Vet Rec, 125, 531-2.

IMPEY, C. S. & MEAD, G. C. 1989. Fate of salmonellas in the alimentary
tract of chicks pre-treated with a mature caecal microflora to increase
colonization resistance. J Appl Bacteriol, 66, 469-75.

IQBAL, M., PHILBIN, V. J. & SMITH, A. L. 2005a. Expression patterns of
chicken Toll-like receptor mRNA in tissues, immune cell subsets and
cell lines. Vet Immunol Immunopathol, 104, 117-27.

IQBAL, M., PHILBIN, V. J., WITHANAGE, G. S., WIGLEY, P., BEAL, R.
K., GOODCHILD, M. J., BARROW, P., MCCONNELL, I.,
MASKELL, D. J., YOUNG, J., BUMSTEAD, N., BOYD, Y. &
SMITH, A. L. 2005b. Identification and functional characterization of
chicken toll-like receptor 5 reveals a fundamental role in the biology of
infection with Salmonella enterica serovar typhimurium. Infect Immun,
73, 2344-50.

ISHIBASHI, Y. & ARAI, T. 1990. Specific inhibition of phagosome-lysosome
fusion in murine macrophages mediated by Salmonella typhimurium
infection. FEMS Microbiol Immunol, 2, 35-43.

JAKOWLEW, S. B., DILLARD, P. J., SPORN, M. B. & ROBERTS, A. B.
1988. Complementary deoxyribonucleic acid cloning of a messenger
ribonucleic acid encoding transforming growth factor beta 4 from
chicken embryo chondrocytes. Mol Endocrinol, 2, 1186-95.

JAKOWLEW, S. B., DILLARD, P. J., SPORN, M. B. & ROBERTS, A. B.
1990. Complementary deoxyribonucleic acid cloning of an mRNA
encoding transforming growth factor-beta 2 from chicken embryo
chondrocytes. Growth Factors, 2, 123-33.



Chapter 8 Bibliography

207

JAKOWLEW, S. B., MATHIAS, A. & LILLEHOJ, H. S. 1997. Transforming
growth factor-beta isoforms in the developing chicken intestine and
spleen: increase in transforming growth factor-beta 4 with coccidia
infection. Vet Immunol Immunopathol, 55, 321-39.

JANEWAY, C. A., JR. & MEDZHITOV, R. 2002. Innate immune recognition.
Annu Rev Immunol, 20, 197-216.

JEPSON, M. A. & CLARK, M. A. 2001. The role of M cells in Salmonella
infection. Microbes Infect, 3, 1183-90.

JEURISSEN, S. H. & JANSE, E. M. 1989. Distribution and function of non-
lymphoid cells in liver and spleen of embryonic and adult chickens.
Prog Clin Biol Res, 307, 149-57.

JEURISSEN, S. H., WAGENAAR, F. & JANSE, E. M. 1999. Further
characterization of M cells in gut-associated lymphoid tissues of the
chicken. Poult Sci, 78, 965-72.

JONES, M. A., HULME, S. D., BARROW, P. A. & WIGLEY, P. 2007. The
Salmonella pathogenicity island 1 and Salmonella pathogenicity island
2 type III secretion systems play a major role in pathogenesis of
systemic disease and gastrointestinal tract colonization of Salmonella
enterica serovar Typhimurium in the chicken. Avian Pathol, 36, 199-
203.

JONES, M. A., WIGLEY, P., PAGE, K. L., HULME, S. D. & BARROW, P.
A. 2001. Salmonella enterica serovar Gallinarum requires the
Salmonella pathogenicity island 2 type III secretion system but not the
Salmonella pathogenicity island 1 type III secretion system for
virulence in chickens. Infect Immun, 69, 5471-6.

JONES, M. A., WOOD, M. W., MULLAN, P. B., WATSON, P. R., WALLIS,
T. S. & GALYOV, E. E. 1998. Secreted effector proteins of Salmonella
dublin act in concert to induce enteritis. Infect Immun, 66, 5799-804.

JONES, P. W., COLLINS, P. & AITKEN, M. M. 1988. Passive protection of
calves against experimental infection with Salmonella typhimurium.
Vet Rec, 123, 536-41.

JONES, R. M., WU, H., WENTWORTH, C., LUO, L., COLLIER-HYAMS, L.
& NEISH, A. S. 2008. Salmonella AvrA Coordinates Suppression of
Host Immune and Apoptotic Defenses via JNK Pathway Blockade. Cell
Host Microbe, 3, 233-44.

JUNG, H. C., ECKMANN, L., YANG, S. K., PANJA, A., FIERER, J.,
MORZYCKAWROBLEWSKA, E. & KAGNOFF, M. F. 1995. A
Distinct Array of Proinflammatory Cytokines Is Expressed in Human
Colon Epithelial-Cells in Response to Bacterial Invasion. Journal of
Clinical Investigation, 95, 55-65.

KAHN, C. M. A. S. L. 2005. Salmonellosis. In The Merck Veterinary Manual
(9 th ed.). Merch & Co., Inc, Whitehouse Station, N.J., USA.

KAISER, M. G., CHEESEMAN, J. H., KAISER, P. & LAMONT, S. J. 2006.
Cytokine expression in chicken peripheral blood mononuclear cells
after in vitro exposure to Salmonella enterica serovar Enteritidis. Poult
Sci, 85, 1907-11.

KAISER, P. 2007. The avian immune genome--a glass half-full or half-empty?
Cytogenet Genome Res, 117, 221-30.

KAISER, P. 2010. Advances in avian immunology--prospects for disease
control: a review. Avian Pathol, 39, 309-24.



Chapter 8 Bibliography

208

KAISER, P., HOWELL, M. M., FIFE, M., SADEYEN, J. R., SALMON, N.,
ROTHWELL, L., YOUNG, J., POH, T. Y., STEVENS, M., SMITH, J.,
BURT, D., SWAGGERTY, C. & KOGUT, M. 2009. Towards the
selection of chickens resistant to Salmonella and Campylobacter
infections. Bull Mem Acad R Med Belg, 164, 17-25; discussion 25-6.

KAISER, P., POH, T. Y., ROTHWELL, L., AVERY, S., BALU, S.,
PATHANIA, U. S., HUGHES, S., GOODCHILD, M., MORRELL, S.,
WATSON, M., BUMSTEAD, N., KAUFMAN, J. & YOUNG, J. R.
2005. A genomic analysis of chicken cytokines and chemokines. J
Interferon Cytokine Res, 25, 467-84.

KAISER, P., ROTHWELL, L., GALYOV, E. E., BARROW, P. A.,
BURNSIDE, J. & WIGLEY, P. 2000. Differential cytokine expression
in avian cells in response to invasion by Salmonella typhimurium,
Salmonella enteritidis and Salmonella gallinarum. Microbiology, 146 Pt
12, 3217-26.

KAISER, P. & STAHELI, P. 2008. Avian Cytokines and Chemokines. In
Avian Immunology (1st ed.) by Davison, F., Kaspers, B. and Schat, K.
Elsevier Ltd.

KAISER, P., UNDERWOOD, G. & DAVISON, F. 2003. Differential cytokine
responses following Marek's disease virus infection of chickens
differing in resistance to Marek's disease. J Virol, 77, 762-8.

KASPERS, B., KOTHLOW, S. & BUTTER, C. 2008. Avian Antigen
Presenting Cells. In Avian Immunology (1st ed.) by Davison, F.,
Kaspers, B. and Schat, K. Elsevier Ltd.

.
KATO, A., HASHIMOTO, Y., KON, Y. & SUGIMURA, M. 1992. Are There

M-Cells in the Cecal Tonsil of Chickens. Journal of Veterinary Medical
Science, 54, 999-1006.

KEESTRA, A. M., DE ZOETE, M. R., BOUWMAN, L. I. & VAN PUTTEN,
J. P. M. 2010. Chicken TLR21 Is an Innate CpG DNA Receptor
Distinct from Mammalian TLR9. Journal of Immunology, 185, 460-
467.

KEESTRA, A. M., DE ZOETE, M. R., VAN AUBEL, R. A. & VAN
PUTTEN, J. P. 2008. Functional characterization of chicken TLR5
reveals species-specific recognition of flagellin. Mol Immunol, 45,
1298-307.

KENDALL, M. D. 1991. Functional anatomy of the thymic microenvironment.
J Anat, 177, 1-29.

KHAN, S. A., STRIJBOS, P. J., EVEREST, P., MOSS, D., STRATFORD, R.,
MASTROENI, P., ALLEN, J., SERVOS, S., CHARLES, I. G.,
DOUGAN, G. & MASKELL, D. J. 2001. Early responses to
Salmonella typhimurium infection in mice occur at focal lesions in
infected organs. Microb Pathog, 30, 29-38.

KIM, J. S., EOM, J. S., JANG, J. I., KIM, H. G., SEO, D. W., BANG, I. S.,
BANG, S. H., LEE, I. S. & PARK, Y. K. 2011. Role of Salmonella
Pathogenicity Island 1 protein IacP in Salmonella enterica serovar
Typhimurium pathogenesis. Infect Immun.

KINCY-CAIN, T., CLEMENTS, J. D. & BOST, K. L. 1996. Endogenous and
exogenous interleukin-12 augment the protective immune response in



Chapter 8 Bibliography

209

mice orally challenged with Salmonella dublin. Infect Immun, 64, 1437-
40.

KITAGAWA, H., HIRATSUKA, Y., IMAGAWA, T. & UEHARA, M. 1998.
Distribution of lymphoid tissue in the caecal mucosa of chickens. J
Anat, 192 ( Pt 2), 293-8.

KITAGAWA, H., SHIRAISHI, S., IMAGAWA, T. & UEHARA, M. 2000.
Ultrastructural characteristics and lectin-binding properties of M cells
in the follicle-associated epithelium of chicken caecal tonsils. J Anat,
197 Pt 4, 607-16.

KOGUT, M. H., IQBAL, M., HE, H., PHILBIN, V., KAISER, P. & SMITH,
A. 2005a. Expression and function of Toll-like receptors in chicken
heterophils. Dev Comp Immunol, 29, 791-807.

KOGUT, M. H., ROTHWELL, L. & KAISER, P. 2003. Priming by
recombinant chicken interleukin-2 induces selective expression of IL-8
and IL-18 mRNA in chicken heterophils during receptor-mediated
phagocytosis of opsonized and nonopsonized Salmonella enterica
serovar enteritidis. Mol Immunol, 40, 603-10.

KOGUT, M. H., ROTHWELL, L. & KAISER, P. 2005b. IFN-gamma priming
of chicken heterophils upregulates the expression of proinflammatory
and Th1 cytokine mRNA following receptor-mediated phagocytosis of
Salmonella enterica serovar enteritidis. J Interferon Cytokine Res, 25,
73-81.

KOGUT, M. H., TELLEZ, G., HARGIS, B. M., CORRIER, D. E. &
DELOACH, J. R. 1993. The effect of 5-fluorouracil treatment of
chicks: a cell depletion model for the study of avian polymorphonuclear
leukocytes and natural host defenses. Poult Sci, 72, 1873-80.

KOGUT, M. H., TELLEZ, G. I., MCGRUDER, E. D., HARGIS, B. M.,
WILLIAMS, J. D., CORRIER, D. E. & DELOACH, J. R. 1994.
Heterophils are decisive components in the early responses of chickens
to Salmonella enteritidis infections. Microb Pathog, 16, 141-51.

KOSKELA, K., NIEMINEN, P., KOHONEN, P., SALMINEN, H. &
LASSILA, O. 2004. Chicken B-cell-activating factor: regulator of B-
cell survival in the bursa of fabricius. Scand J Immunol, 59, 449-57.

KRAMER, J., VISSCHER, A. H., WAGENAAR, J. A. & JEURISSEN, S. H.
2003. Entry and survival of Salmonella enterica serotype Enteritidis
PT4 in chicken macrophage and lymphocyte cell lines. Vet Microbiol,
91, 147-55.

LENGLET, A. 2005. E-alert 9 August: over 2000 cases so far in Salmonella
Hadar outbreak in Spain associated with consumption of pre-cooked
chicken, July-August, 2005. Euro Surveill, 10, E050811 1.

LEUTZ, A., BEUG, H. & GRAF, T. 1984. Purification and characterization of
cMGF, a novel chicken myelomonocytic growth factor. EMBO J, 3,
3191-7.

LEUTZ, A., DAMM, K., STERNECK, E., KOWENZ, E., NESS, S., FRANK,
R., GAUSEPOHL, H., PAN, Y. C., SMART, J., HAYMAN, M. & ET
AL. 1989. Molecular cloning of the chicken myelomonocytic growth
factor (cMGF) reveals relationship to interleukin 6 and granulocyte
colony stimulating factor. EMBO J, 8, 175-81.

LEVEQUE, G., FORGETTA, V., MORROLL, S., SMITH, A. L.,
BUMSTEAD, N., BARROW, P., LOREDO-OSTI, J. C., MORGAN,



Chapter 8 Bibliography

210

K. & MALO, D. 2003. Allelic variation in TLR4 is linked to
susceptibility to Salmonella enterica serovar Typhimurium infection in
chickens. Infect Immun, 71, 1116-24.

LI, S., ZHANG, M. Z., YAN, L., LILLEHOJ, H., PACE, L. W. & ZHANG, S.
2009. Induction of CXC chemokine messenger-RNA expression in
chicken oviduct epithelial cells by Salmonella enterica serovar
enteritidis via the type three secretion system-1. Avian Dis, 53, 396-
404.

LILLEHOJ, H. S., LILLEHOJ, E. P., WEINSTOCK, D. & SCHAT, K. A.
1988. Functional and biochemical characterizations of avian T
lymphocyte antigens identified by monoclonal antibodies. Eur J
Immunol, 18, 2059-65.

LILLEHOJ, H. S., MIN, W., CHOI, K. D., BABU, U. S., BURNSIDE, J.,
MIYAMOTO, T., ROSENTHAL, B. M. & LILLEHOJ, E. P. 2001.
Molecular, cellular, and functional characterization of chicken
cytokines homologous to mammalian IL-15 and IL-2. Vet Immunol
Immunopathol, 82, 229-44.

LILLEHOJ, H. S. & TROUT, J. M. 1996. Avian gut-associated lymphoid
tissues and intestinal immune responses to Eimeria parasites. Clin
Microbiol Rev, 9, 349-60.

LISTER, S. A. & BARROW, P. 2008. Enterobacteriaceae. In Poultry Diseases
(6th ed.) by Pattison, M., McMullin, P., Bradbury, j. and Alexander, D.
Elsevier Ltd.

LITTLE, C. L., WALSH, S., HUCKLESBY, L., SURMAN-LEE, S.,
PATHAK, K., GATTY, Y., GREENWOOD, M., DE PINNA, E.,
THRELFALL, E. J., MAUND, A. & CHAN, C. H. 2007. Survey of
Salmonella contamination of non-United Kingdom-produced raw shell
eggs on retail sale in the northwest of England and London, 2005 to
2006. J Food Prot, 70, 2259-65.

LITTLE, C. L., WALSH, S., HUCKLESBY, L., SURMAN-LEE, S.,
PATHAK, K., HALL, Y., DE PINNA, E., THRELFALL, E. J.,
MAUND, A. & CHAN, C. H. 2006. Salmonella contamination in non-
UK produced shell eggs on retail sale in some regions of England. Euro
Surveill, 11, E061123 4.

LO, D. 2004. Exploiting immune surveillance mechanisms in mucosal vaccine
development. Expert Opin Biol Ther, 4, 397-406.

LOWRY, V. K., TELLEZ, G. I., NISBET, D. J., GARCIA, G., URQUIZA, O.,
STANKER, L. H. & KOGUT, M. H. 1999. Efficacy of Salmonella
enteritidis-immune lymphokines on horizontal transmission of S.
arizonae in turkeys and S. gallinarum in chickens. Int J Food Microbiol,
48, 139-48.

LU, R., WU, S., LIU, X., XIA, Y., ZHANG, Y. G. & SUN, J. 2010. Chronic
effects of a Salmonella type III secretion effector protein AvrA in vivo.
PLoS One, 5, e10505.

LYNN, D. J., HIGGS, R., LLOYD, A. T., O'FARRELLY, C., HERVE-
GREPINET, V., NYS, Y., BRINKMAN, F. S., YU, P. L., SOULIER,
A., KAISER, P., ZHANG, G. & LEHRER, R. I. 2007. Avian beta-
defensin nomenclature: a community proposed update. Immunol Lett,
110, 86-9.



Chapter 8 Bibliography

211

MA, D., WANG, R., LIAO, W., HAN, Z. & LIU, S. 2009. Identification and
characterization of a novel antibacterial peptide, avian beta-defensin 2
from ducks. J Microbiol, 47, 610-8.

MA, J., ZHANG, Y. G., XIA, Y. & SUN, J. 2010. The inflammatory cytokine
tumor necrosis factor modulates the expression of Salmonella
typhimurium effector proteins. J Inflamm (Lond), 7, 42.

MACKINNON, K. M., HE, H., NERREN, J. R., SWAGGERTY, C. L.,
GENOVESE, K. J. & KOGUT, M. H. 2009. Expression profile of toll-
like receptors within the gastrointestinal tract of 2-day-old Salmonella
enteriditis-infected broiler chickens. Vet Microbiol, 137, 313-9.

MACMICKING, J., XIE, Q. W. & NATHAN, C. 1997. Nitric oxide and
macrophage function. Annu Rev Immunol, 15, 323-50.

MAGEED, A. M., ISOBE, N. & YOSHIMURA, Y. 2008. Expression of avian
beta-defensins in the oviduct and effects of lipopolysaccharide on their
expression in the vagina of hens. Poult Sci, 87, 979-84.

MARIANI, P., BARROW, P. A., CHENG, H. H., GROENEN, M. M.,
NEGRINI, R. & BUMSTEAD, N. 2001. Localization to chicken
chromosome 5 of a novel locus determining salmonellosis resistance.
Immunogenetics, 53, 786-91.

MASTROENI, P. 2002. Immunity to systemic Salmonella infections. Curr Mol
Med, 2, 393-406.

MASTROENI, P., CHABALGOITY, J. A., DUNSTAN, S. J., MASKELL, D.
J. & DOUGAN, G. 2001. Salmonella: Immune responses and vaccines.
Veterinary Journal, 161, 132-164.

MASTROENI, P., CLARE, S., KHAN, S., HARRISON, J. A.,
HORMAECHE, C. E., OKAMURA, H., KURIMOTO, M. &
DOUGAN, G. 1999. Interleukin 18 contributes to host resistance and
gamma interferon production in mice infected with virulent Salmonella
typhimurium. Infect Immun, 67, 478-83.

MASTROENI, P., HARRISON, J. A., ROBINSON, J. H., CLARE, S., KHAN,
S., MASKELL, D. J., DOUGAN, G. & HORMAECHE, C. E. 1998.
Interleukin-12 is required for control of the growth of attenuated
aromatic-compound-dependent salmonellae in BALB/c mice: role of
gamma interferon and macrophage activation. Infect Immun, 66, 4767-
76.

MASTROENI, P., SIMMONS, C., FOWLER, R., HORMAECHE, C. E. &
DOUGAN, G. 2000. Igh-6(-/-) (B-cell-deficient) mice fail to mount
solid acquired resistance to oral challenge with virulent Salmonella
enterica serovar typhimurium and show impaired Th1 T-cell responses
to Salmonella antigens. Infect Immun, 68, 46-53.

MATSUMURA, H., ONOZUKA, K., TERADA, Y., NAKANO, Y. &
NAKANO, M. 1990. Effect of murine recombinant interferon-gamma
in the protection of mice against Salmonella. Int J Immunopharmacol,
12, 49-56.

MCCLELLAND, M., SANDERSON, K. E., SPIETH, J., CLIFTON, S. W.,
LATREILLE, P., COURTNEY, L., PORWOLLIK, S., ALI, J.,
DANTE, M., DU, F., HOU, S., LAYMAN, D., LEONARD, S.,
NGUYEN, C., SCOTT, K., HOLMES, A., GREWAL, N.,
MULVANEY, E., RYAN, E., SUN, H., FLOREA, L., MILLER, W.,
STONEKING, T., NHAN, M., WATERSTON, R. & WILSON, R. K.



Chapter 8 Bibliography

212

2001. Complete genome sequence of Salmonella enterica serovar
Typhimurium LT2. Nature, 413, 852-6.

MCCORMICK, B. A., COLGAN, S. P., DELP-ARCHER, C., MILLER, S. I.
& MADARA, J. L. 1993. Salmonella typhimurium attachment to
human intestinal epithelial monolayers: transcellular signalling to
subepithelial neutrophils. J Cell Biol, 123, 895-907.

MCCORMICK, B. A., HOFMAN, P. M., KIM, J., CARNES, D. K., MILLER,
S. I. & MADARA, J. L. 1995a. Surface attachment of Salmonella
typhimurium to intestinal epithelia imprints the subepithelial matrix
with gradients chemotactic for neutrophils. J Cell Biol, 131, 1599-608.

MCCORMICK, B. A., MILLER, S. I., CARNES, D. & MADARA, J. L.
1995b. Transepithelial signaling to neutrophils by salmonellae: a novel
virulence mechanism for gastroenteritis. Infect Immun, 63, 2302-9.

MCPHERSON, M. E., FIELDING, J. E., TELFER, B., STEPHENS, N.,
COMBS, B. G., RICE, B. A., FITZSIMMONS, G. J. & GREGORY, J.
E. 2006. A multi-jurisdiction outbreak of Salmonella Typhimurium
phage type 135 associated with purchasing chicken meat from a
supermarket chain. Commun Dis Intell, 30, 449-55.

MEAD, G. C. 2000. Prospects for 'competitive exclusion' treatment to control
salmonellas and other foodborne pathogens in poultry. Vet J, 159, 111-
23.

METHNER, U., BARROW, P. A. & BERNDT, A. 2010. Induction of a
homologous and heterologous invasion-inhibition effect after
administration of Salmonella strains to newly hatched chicks. Vaccine,
28, 6958-63.

METHNER, U., BARROW, P. A., BERNDT, A. & RYCHLIK, I. 2011.
Salmonella Enteritidis with double deletion in phoPfliC-A potential live
Salmonella vaccine candidate with novel characteristics for use in
chickens. Vaccine.

METHNER, U., BARROW, P. A., MARTIN, G. & MEYER, H. 1997.
Comparative study of the protective effect against Salmonella
colonisation in newly hatched SPF chickens using live, attenuated
Salmonella vaccine strains, wild-type Salmonella strains or a
competitive exclusion product. Int J Food Microbiol, 35, 223-30.

METHNER, U., BERNDT, A. & STEINBACH, G. 2001. Combination of
competitive exclusion and immunization with an attenuated live
Salmonella vaccine strain in chickens. Avian Dis, 45, 631-8.

MILES, A. A., MISRA, S. S. & IRWIN, J. O. 1938. The estimation of the
bactericidal power of the blood. J Hyg (Lond), 38, 732-49.

MILLER, L., QURESHI, M. A. & BERKHOFF, H. A. 1990. Interaction of
Escherichia coli variants with chicken mononuclear phagocytic system
cells. Dev Comp Immunol, 14, 481-7.

MILONA, P., TOWNES, C. L., BEVAN, R. M. & HALL, J. 2007. The
chicken host peptides, gallinacins 4, 7, and 9 have antimicrobial activity
against Salmonella serovars. Biochem Biophys Res Commun, 356, 169-
74.

MIN, W. & LILLEHOJ, H. S. 2002. Isolation and characterization of chicken
interleukin-17 cDNA. J Interferon Cytokine Res, 22, 1123-8.

MIN, W., LILLEHOJ, H. S., BURNSIDE, J., WEINING, K. C., STAEHELI,
P. & ZHU, J. J. 2001. Adjuvant effects of IL-1beta, IL-2, IL-8, IL-15,



Chapter 8 Bibliography

213

IFN-alpha, IFN-gamma TGF-beta4 and lymphotactin on DNA
vaccination against Eimeria acervulina. Vaccine, 20, 267-74.

MITTRUCKER, H. W., RAUPACH, B., KOHLER, A. & KAUFMANN, S. H.
2000. Cutting edge: role of B lymphocytes in protective immunity
against Salmonella typhimurium infection. J Immunol, 164, 1648-52.

MOCHIZUKI, Y., MASUDA, H., KANAZASHI, S., HOSOKI, Y., ITOH, K.,
OHISHI, K., NISHINA, T., HANDA, Y., SHIOZAWA, K., MIWA, Y.
& ET AL. 1992. [Clinical and epidemiological aspects of enteritis due
to Salmonella hadar. II. Environmental contamination by Salmonella
hadar in Shizuoka Prefecture--studies on the feasibility of reducing S.
hadar infection]. Kansenshogaku Zasshi, 66, 30-6.

MORRISSEY, P. J., CHARRIER, K. & VOGEL, S. N. 1995. Exogenous
tumor necrosis factor alpha and interleukin-1 alpha increase resistance
to Salmonella typhimurium: efficacy is influenced by the Ity and Lps
loci. Infect Immun, 63, 3196-8.

MUCH, P., PICHLER, J. & ALLERBERGER, F. 2007. [Food borne infectious
outbreaks, Austria 2005]. Wien Klin Wochenschr, 119, 150-7.

MURRAY, P. R., ROSENTHAL, K.S., KOBAYASHI, G.S. AND PFALLER,
M.A. 1998. Enterobacteriaceae. In Medical Microbiology (3rd ed.).
Mosby, Inc.

MYOKAI, F., TAKASHIBA, S., LEBO, R. & AMAR, S. 1999. A novel
lipopolysaccharide-induced transcription factor regulating tumor
necrosis factor alpha gene expression: molecular cloning, sequencing,
characterization, and chromosomal assignment. Proc Natl Acad Sci U S
A, 96, 4518-23.

NAGY, N. & OLAH, I. 2007. Pyloric tonsil as a novel gut-associated
lymphoepithelial organ of the chicken. J Anat, 211, 407-11.

NAU, G. J., RICHMOND, J. F., SCHLESINGER, A., JENNINGS, E. G.,
LANDER, E. S. & YOUNG, R. A. 2002. Human macrophage
activation programs induced by bacterial pathogens. Proc Natl Acad Sci
U S A, 99, 1503-8.

NAUCIEL, C. & ESPINASSE-MAES, F. 1992. Role of gamma interferon and
tumor necrosis factor alpha in resistance to Salmonella typhimurium
infection. Infect Immun, 60, 450-4.

NERREN, J. R., HE, H., GENOVESE, K. & KOGUT, M. H. 2010. Expression
of the avian-specific toll-like receptor 15 in chicken heterophils is
mediated by gram-negative and gram-positive bacteria, but not TLR
agonists. Vet Immunol Immunopathol, 136, 151-6.

NISBET, D. J., CORRIER, D. E., SCANLAN, C. M., HOLLISTER, A. G.,
BEIER, R. C. & DELOACH, J. R. 1993. Effect of a defined
continuous-flow derived bacterial culture and dietary lactose on
Salmonella typhimurium colonization in broiler chickens. Avian Dis,
37, 1017-25.

NODA, T., MURAKAMI, K., ISHIGURO, Y. & ASAI, T. 2010. Chicken
Meat Is an Infection Source of Salmonella Serovar Infantis for Humans
in Japan. Foodborne Pathog Dis.

NOGRADY, N., IMRE, A., RYCHLIK, I., BARROW, P. A. & NAGY, B.
2003. Genes responsible for anaerobic fumarate and arginine
metabolism are involved in growth suppression in Salmonella enterica



Chapter 8 Bibliography

214

serovar Typhimurium in vitro, without influencing colonisation
inhibition in the chicken in vivo. Vet Microbiol, 97, 191-9.

NURMI, E. & RANTALA, M. 1973. New aspects of Salmonella infection in
broiler production. Nature, 241, 210-1.

O'BRIEN, A. D., METCALF, E. S. & ROSENSTREICH, D. L. 1982. Defect
in macrophage effector function confers Salmonella typhimurium
susceptibility on C3H/HeJ mice. Cell Immunol, 67, 325-33.

O'BRIEN, A. D., ROSENSTREICH, D. L., SCHER, I., CAMPBELL, G. H.,
MACDERMOTT, R. P. & FORMAL, S. B. 1980. Genetic control of
susceptibility to Salmonella typhimurium in mice: role of the LPS gene.
J Immunol, 124, 20-4.

OCHMAN, H. & GROISMAN, E. A. 1996. Distribution of pathogenicity
islands in Salmonella spp. Infect Immun, 64, 5410-2.

OCHMAN, H. & WILSON, A. C. 1987. Evolution in bacteria: evidence for a
universal substitution rate in cellular genomes. J Mol Evol, 26, 74-86.

OKAMURA, M., LILLEHOJ, H. S., RAYBOURNE, R. B., BABU, U. S.,
HECKERT, R. A., TANI, H., SASAI, K., BABA, E. & LILLEHOJ, E.
P. 2005. Differential responses of macrophages to Salmonella enterica
serovars Enteritidis and Typhimurium. Vet Immunol Immunopathol,
107, 327-35.

OKUGAWA, S., YANAGIMOTO, S., TSUKADA, K., KITAZAWA, T.,
KOIKE, K., KIMURA, S., NAGASE, H., HIRAI, K. & OTA, Y. 2006.
Bacterial flagellin inhibits T cell receptor-mediated activation of T cells
by inducing suppressor of cytokine signalling-1 (SOCS-1). Cell
Microbiol, 8, 1571-80.

OLAH, I. & GLICK, B. 1978a. The number and size of the follicular
epithelium (FE) and follicles in the bursa of Fabricius. Poult Sci, 57,
1445-50.

OLAH, I. & GLICK, B. 1978b. Secretory cell in the medulla of the bursa of
Fabricius. Experientia, 34, 1642-3.

OLAH, I. & GLICK, B. 1992. Follicle-associated epithelium and medullary
epithelial tissue of the bursa of fabricius are two different
compartments. Anat Rec, 233, 577-87.

OLAH, I., GLICK, B. & TAYLOR, R. L., JR. 1984. Meckel's diverticulum. II.
A novel lymphoepithelial organ in the chicken. Anat Rec, 208, 253-63.

OLAH, I., NAGY, N., MAGYAR, A. & PALYA, V. 2003. Esophageal tonsil:
a novel gut-associated lymphoid organ. Poult Sci, 82, 767-70.

OLAH, I. & VERVELDE, L. 2008. Structure of the Avian Lymphoid System.
In Avian Immunology (1st ed.) by Davison, F., Kaspers, B. and Schat,
K. Elsevier Ltd.

.
OLD, D. C. 1990. Salmonella In Topley & Wilson’s Principles Of

Bacteriology, Virology And Immunity ( eighth edition) Volume 2
Systematic Bacteriology by Parker, M. T. and Duerden, B. I.

ONAI, N., KITABATAKE, M., ZHANG, Y. Y., ISHIKAWA, H.,
ISHIKAWA, S. & MATSUSHIMA, K. 2002. Pivotal role of CCL25
(TECK)-CCR9 in the formation of gut cryptopatches and consequent
appearance of intestinal intraepithelial T lymphocytes. Int Immunol, 14,
687-94.



Chapter 8 Bibliography

215

PAN, H. & HALPER, J. 2003. Cloning, expression, and characterization of
chicken transforming growth factor beta 4. Biochem Biophys Res
Commun, 303, 24-30.

PARMAR, D. & DAVIES, R. 2007. Fowl typhoid in a small backyard laying
flock. Vet Rec, 160, 348.

PASCOPELLA, L., RAUPACH, B., GHORI, N., MONACK, D., FALKOW,
S. & SMALL, P. L. 1995. Host restriction phenotypes of Salmonella
typhi and Salmonella gallinarum. Infect Immun, 63, 4329-35.

PATRICK, M. E., ADCOCK, P. M., GOMEZ, T. M., ALTEKRUSE, S. F.,
HOLLAND, B. H., TAUXE, R. V. & SWERDLOW, D. L. 2004.
Salmonella enteritidis infections, United States, 1985-1999. Emerg
Infect Dis, 10, 1-7.

PETRENKO, O., ISCHENKO, I. & ENRIETTO, P. J. 1995. Isolation of a
cDNA encoding a novel chicken chemokine homologous to mammalian
macrophage inflammatory protein-1 beta. Gene, 160, 305-6.

PFAFFL, M. W., HORGAN, G. W. & DEMPFLE, L. 2002. Relative
expression software tool (REST) for group-wise comparison and
statistical analysis of relative expression results in real-time PCR.
Nucleic Acids Res, 30, e36.

PHE, M. H., HAJJ CHEHADE, M., GUILLOTEAU, H., MERLIN, C. &
BLOCK, J. C. 2009. Assessment of Damage to Nucleic Acids and
Repair Machinery in Salmonella typhimurium Exposed to Chlorine. Int
J Microbiol, 2009, 201868.

PHILBIN, V. J., IQBAL, M., BOYD, Y., GOODCHILD, M. J., BEAL, R. K.,
BUMSTEAD, N., YOUNG, J. & SMITH, A. L. 2005. Identification
and characterization of a functional, alternatively spliced Toll-like
receptor 7 (TLR7) and genomic disruption of TLR8 in chickens.
Immunology, 114, 507-21.

POH, T. Y., PEASE, J., YOUNG, J. R., BUMSTEAD, N. & KAISER, P. 2008.
Re-evaluation of chicken CXCR1 determines the true gene structure:
CXCLi1 (K60) and CXCLi2 (CAF/interleukin-8) are ligands for this
receptor. J Biol Chem, 283, 16408-15.

POPOFF, M. Y., BOCKEMUHL, J. & BRENNER, F. W. 2000. Supplement
1998 (no. 42) to the Kauffmann-White scheme. Res Microbiol, 151, 63-
5.

POWELL, F. L., ROTHWELL, L., CLARKSON, M. J. & KAISER, P. 2009.
The turkey, compared to the chicken, fails to mount an effective early
immune response to Histomonas meleagridis in the gut. Parasite
Immunol, 31, 312-27.

PULLINGER, G. D., PAULIN, S. M., CHARLESTON, B., WATSON, P. R.,
BOWEN, A. J., DZIVA, F., MORGAN, E., VILLARREAL-RAMOS,
B., WALLIS, T. S. & STEVENS, M. P. 2007. Systemic translocation
of Salmonella enterica serovar Dublin in cattle occurs predominantly
via efferent lymphatics in a cell-free niche and requires type III
secretion system 1 (T3SS-1) but not T3SS-2. Infect Immun, 75, 5191-9.

QUINN, P. J., MARKEY, B. K., CARTER, M. E., DONNELLY, W. C. G. &
LEONARD, F. C. 2002. Veterinary Microbiology and Microbial
Disease. Blackwell Science Ltd, Oxford.



Chapter 8 Bibliography

216

QURESHI, M. A., HEGGEN, C. L. & HUSSAIN, I. 2000. Avian macrophage:
effector functions in health and disease. Dev Comp Immunol, 24, 103-
19.

RABSCH, W., TSCHAPE, H. & BAUMLER, A. J. 2001. Non-typhoidal
salmonellosis: emerging problems. Microbes Infect, 3, 237-47.

RAJASHEKARA, G., MUNIR, S., ALEXEYEV, M. F., HALVORSON, D.
A., WELLS, C. L. & NAGARAJA, K. V. 2000. Pathogenic role of
SEF14, SEF17, and SEF21 fimbriae in Salmonella enterica serovar
enteritidis infection of chickens. Appl Environ Microbiol, 66, 1759-63.

RAMARATHINAM, L., SHABAN, R. A., NIESEL, D. W. & KLIMPEL, G.
R. 1991. Interferon gamma (IFN-gamma) production by gut-associated
lymphoid tissue and spleen following oral Salmonella typhimurium
challenge. Microb Pathog, 11, 347-56.

REEVES, M. W., EVINS, G. M., HEIBA, A. A., PLIKAYTIS, B. D. &
FARMER, J. J., 3RD 1989. Clonal nature of Salmonella typhi and its
genetic relatedness to other salmonellae as shown by multilocus
enzyme electrophoresis, and proposal of Salmonella bongori comb.
nov. J Clin Microbiol, 27, 313-20.

RICHTER-DAHLFORS, A., BUCHAN, A. M. & FINLAY, B. B. 1997.
Murine salmonellosis studied by confocal microscopy: Salmonella
typhimurium resides intracellularly inside macrophages and exerts a
cytotoxic effect on phagocytes in vivo. J Exp Med, 186, 569-80.

RODRIGUEZ-ESCUDERO, I., FERRER, N. L., ROTGER, R., CID, V. J. &
MOLINA, M. 2011. Interaction of the Salmonella Typhimurium
effector protein SopB with host cell Cdc42 is involved in intracellular
replication. Mol Microbiol, 80, 1220-40.

ROSENBERGER, C. M. & FINLAY, B. B. 2002. Macrophages inhibit
Salmonella typhimurium replication through MEK/ERK kinase and
phagocyte NADPH oxidase activities. J Biol Chem, 277, 18753-62.

ROSENBERGER, C. M., SCOTT, M. G., GOLD, M. R., HANCOCK, R. E. &
FINLAY, B. B. 2000. Salmonella typhimurium infection and
lipopolysaccharide stimulation induce similar changes in macrophage
gene expression. J Immunol, 164, 5894-904.

ROSSI, D., SANCHEZ-GARCIA, J., MCCORMACK, W. T., BAZAN, J. F. &
ZLOTNIK, A. 1999. Identification of a chicken "C" chemokine related
to lymphotactin. J Leukoc Biol, 65, 87-93.

ROTHWELL, L., YOUNG, J. R., ZOOROB, R., WHITTAKER, C. A.,
HESKETH, P., ARCHER, A., SMITH, A. L. & KAISER, P. 2004.
Cloning and characterization of chicken IL-10 and its role in the
immune response to Eimeria maxima. J Immunol, 173, 2675-82.

ROYLE, M. C., TOTEMEYER, S., ALLDRIDGE, L. C., MASKELL, D. J. &
BRYANT, C. E. 2003. Stimulation of Toll-like receptor 4 by
lipopolysaccharide during cellular invasion by live Salmonella
typhimurium is a critical but not exclusive event leading to macrophage
responses. J Immunol, 170, 5445-54.

RYCHLIK, I., KARASOVA, D., SEBKOVA, A., VOLF, J., SISAK, F.,
HAVLICKOVA, H., KUMMER, V., IMRE, A., SZMOLKA, A. &
NAGY, B. 2009. Virulence potential of five major pathogenicity
islands (SPI-1 to SPI-5) of Salmonella enterica serovar Enteritidis for
chickens. BMC Microbiol, 9, 268.



Chapter 8 Bibliography

217

SADEYEN, J. R., TROTEREAU, J., PROTAIS, J., BEAUMONT, C.,
SELLIER, N., SALVAT, G., VELGE, P. & LALMANACH, A. C.
2006. Salmonella carrier-state in hens: study of host resistance by a
gene expression approach. Microbes Infect, 8, 1308-14.

SADEYEN, J. R., TROTEREAU, J., VELGE, P., MARLY, J., BEAUMONT,
C., BARROW, P. A., BUMSTEAD, N. & LALMANACH, A. C. 2004.
Salmonella carrier state in chicken: comparison of expression of
immune response genes between susceptible and resistant animals.
Microbes Infect, 6, 1278-86.

SALCEDO, S. P., NOURSADEGHI, M., COHEN, J. & HOLDEN, D. W.
2001. Intracellular replication of Salmonella typhimurium strains in
specific subsets of splenic macrophages in vivo. Cell Microbiol, 3, 587-
97.

SANTOS, M. D., YASUIKE, M., HIRONO, I. & AOKI, T. 2006. The
granulocyte colony-stimulating factors (CSF3s) of fish and chicken.
Immunogenetics, 58, 422-32.

SASAI, K., AITA, M., LILLEHOJ, H. S., MIYAMOTO, T., FUKATA, T. &
BABA, E. 2000. Dynamics of lymphocyte subpopulation changes in the
cecal tonsils of chickens infected with Salmonella enteritidis. Vet
Microbiol, 74, 345-51.

SASAI, K., YOSHIMURA, K., LILLEHOJ, H. S., WITHANAGE, G. S.,
FUKATA, T., BABA, E. & ARAKAWA, A. 1997. Analysis of splenic
and thymic lymphocyte subpopulations in chickens infected with
Salmonella enteritidis. Vet Immunol Immunopathol, 59, 359-67.

SCHNEIDER, K., KLAAS, R., KASPERS, B. & STAEHELI, P. 2001.
Chicken interleukin-6. cDNA structure and biological properties. Eur J
Biochem, 268, 4200-6.

SCHNEIDER, K., KOTHLOW, S., SCHNEIDER, P., TARDIVEL, A.,
GOBEL, T., KASPERS, B. & STAEHELI, P. 2004. Chicken BAFF--a
highly conserved cytokine that mediates B cell survival. Int Immunol,
16, 139-48.

SCHNEIDER, K., PUEHLER, F., BAEUERLE, D., ELVERS, S., STAEHELI,
P., KASPERS, B. & WEINING, K. C. 2000. cDNA cloning of
biologically active chicken interleukin-18. J Interferon Cytokine Res,
20, 879-83.

SCHROEDER, C. M., NAUGLE, A. L., SCHLOSSER, W. D., HOGUE, A. T.,
ANGULO, F. J., ROSE, J. S., EBEL, E. D., DISNEY, W. T., HOLT, K.
G. & GOLDMAN, D. P. 2005. Estimate of illnesses from Salmonella
enteritidis in eggs, United States, 2000. Emerg Infect Dis, 11, 113-5.

SEKELLICK, M. J., FERRANDINO, A. F., HOPKINS, D. A. & MARCUS, P.
I. 1994. Chicken interferon gene: cloning, expression, and analysis. J
Interferon Res, 14, 71-9.

SEO, K. H., HOLT, P. S. & GAST, R. K. 2001. Comparison of Salmonella
Enteritidis infection in hens molted via long-term feed withdrawal
versus full-fed wheat middling. J Food Prot, 64, 1917-21.

SHELOBOLINA, E. S., SULLIVAN, S. A., O'NEILL, K. R., NEVIN, K. P. &
LOVLEY, D. R. 2004. Isolation, characterization, and U(VI)-reducing
potential of a facultatively anaerobic, acid-resistant Bacterium from
Low-pH, nitrate- and U(VI)-contaminated subsurface sediment and



Chapter 8 Bibliography

218

description of Salmonella subterranea sp. nov. Appl Environ Microbiol,
70, 2959-65.

SHIVAPRASAD, H. L. 2000. Fowl typhoid and pullorum disease. Rev Sci
Tech, 19, 405-24.

SHIVAPRASAD, H. L. & BARROW, P. A. 2008. Salmonella Infections.
Pullorum Disease and Fowl Typhoid. In Diseases of Poultry (12th ed.)
by Y.M. Saif, A.M. Fadly, J.R. Glisson, L.R. McDougald, L.K. Nolan,
D.E. Swayne and the Editorial board for the AAAP. Blackwell
Publishing.

SICK, C., SCHNEIDER, K., STAEHELI, P. & WEINING, K. C. 2000. Novel
chicken CXC and CC chemokines. Cytokine, 12, 181-6.

SICK, C., SCHULTZ, U. & STAEHELI, P. 1996. A family of genes coding for
two serologically distinct chicken interferons. J Biol Chem, 271, 7635-
9.

SMITH, A. & BEAL, R. K. 2008. The Avian Enteric Immune System In
Health And Disease. In Avian Immunology (1st ed.) by Davison, F.,
Kaspers, B. and Schat, K. Elsevier Ltd.

.
SMITH, C. K., KAISER, P., ROTHWELL, L., HUMPHREY, T., BARROW,

P. A. & JONES, M. A. 2005. Campylobacter jejuni-induced cytokine
responses in avian cells. Infect Immun, 73, 2094-100.

SMITH, H. W. 1978. Transmissible pathogenic characteristics of invasive
strains of Escherichia coli. J Am Vet Med Assoc, 173, 601-7.

SNOW, L. C., DAVIES, R. H., CHRISTIANSEN, K. H., CARRIQUE-MAS,
J. J., WALES, A. D., O'CONNOR, J. L., COOK, A. J. & EVANS, S. J.
2007. Survey of the prevalence of Salmonella species on commercial
laying farms in the United Kingdom. Vet Rec, 161, 471-6.

SOERJADI, A. S., RUFNER, R., SNOEYENBOS, G. H. & WEINACK, O. M.
1982. Adherence of salmonellae and native gut microflora to the
gastrointestinal mucosa of chicks. Avian Dis, 26, 576-84.

SOERJADI, A. S., STEHMAN, S. M., SNOEYENBOS, G. H., WEINACK, O.
M. & SMYSER, C. F. 1981. Some measurements of protection against
paratyphoid Salmonella and Escherichia coli by competitive exclusion
chickens. Avian Dis, 25, 706-12.

SORURI, A., GRIGAT, J., FORSSMANN, U., RIGGERT, J. & ZWIRNER, J.
2007. beta-Defensins chemoattract macrophages and mast cells but not
lymphocytes and dendritic cells: CCR6 is not involved. Eur J Immunol,
37, 2474-86.

SPRINGER, S., LEHMANN, J., LINDNER, T., THIELEBEIN, J., ALBER, G.
& SELBITZ, H. J. 2000. [A new live Salmonella enteritidis vaccine for
chickens--experimental evidence of its safety and efficacy]. Berl Munch
Tierarztl Wochenschr, 113, 246-52.

STEPHENS, N., SAULT, C., FIRESTONE, S. M., LIGHTFOOT, D. & BELL,
C. 2007. Large outbreaks of Salmonella Typhimurium phage type 135
infections associated with the consumption of products containing raw
egg in Tasmania. Commun Dis Intell, 31, 118-24.

STERN, N. J. 2008. Salmonella species and Campylobacter jejuni cecal
colonization model in broilers. Poult Sci, 87, 2399-403.



Chapter 8 Bibliography

219

STUEHR, D. J. & NATHAN, C. F. 1989. Nitric-Oxide - a Macrophage
Product Responsible for Cytostasis and Respiratory Inhibition in Tumor
Target-Cells. Journal of Experimental Medicine, 169, 1543-1555.

SU, L. H. & CHIU, C. H. 2007. Salmonella: clinical importance and evolution
of nomenclature. Chang Gung Med J, 30, 210-9.

SUAR, M., JANTSCH, J., HAPFELMEIER, S., KREMER, M.,
STALLMACH, T., BARROW, P. A. & HARDT, W. D. 2006.
Virulence of broad- and narrow-host-range Salmonella enterica
serovars in the streptomycin-pretreated mouse model. Infect Immun, 74,
632-44.

SUNDICK, R. S. & GILL-DIXON, C. 1997. A cloned chicken lymphokine
homologous to both mammalian IL-2 and IL-15. J Immunol, 159, 720-
5.

SWAGGERTY, C. L., FERRO, P. J., PEVZNER, I. Y. & KOGUT, M. H.
2005. Heterophils are associated with resistance to systemic Salmonella
enteritidis infections in genetically distinct chicken lines. FEMS
Immunol Med Microbiol, 43, 149-54.

SWAGGERTY, C. L., KOGUT, M. H., FERRO, P. J., ROTHWELL, L.,
PEVZNER, I. Y. & KAISER, P. 2004. Differential cytokine mRNA
expression in heterophils isolated from Salmonella-resistant and -
susceptible chickens. Immunology, 113, 139-48.

SWAGGERTY, C. L., PEVZNER, I. Y., HE, H., GENOVESE, K. J., NISBET,
D. J., KAISER, P. & KOGUT, M. H. 2009. Selection of broilers with
improved innate immune responsiveness to reduce on-farm infection by
foodborne pathogens. Foodborne Pathog Dis, 6, 777-83.

SWAGGERTY, C. L., PEVZNER, I. Y., KAISER, P. & KOGUT, M. H. 2008.
Profiling pro-inflammatory cytokine and chemokine mRNA expression
levels as a novel method for selection of increased innate immune
responsiveness. Vet Immunol Immunopathol, 126, 35-42.

TAKEUCHI, T., KITAGAWA, H., IMAGAWA, T. & UEHARA, M. 1998.
Proliferation and cellular kinetics of villous epithelial cells and M cells
in the chicken caecum. J Anat, 193 ( Pt 2), 233-9.

TALBOT, S., TOTEMEYER, S., YAMAMOTO, M., AKIRA, S., HUGHES,
K., GRAY, D., BARR, T., MASTROENI, P., MASKELL, D. J. &
BRYANT, C. E. 2009. Toll-like receptor 4 signalling through MyD88
is essential to control Salmonella enterica serovar typhimurium
infection, but not for the initiation of bacterial clearance. Immunology,
128, 472-83.

TEIRLYNCK, E., HAESEBROUCK, F., PASMANS, F., DEWULF, J.,
DUCATELLE, R. & VAN IMMERSEEL, F. 2009. The cereal type in
feed influences Salmonella Enteritidis colonization in broilers. Poult
Sci, 88, 2108-12.

TELLEZ, G. I., KOGUT, M. H. & HARGIS, B. M. 1993. Immunoprophylaxis
of Salmonella enteritidis infection by lymphokines in Leghorn chicks.
Avian Dis, 37, 1062-70.

TEMPERLEY, N. D., BERLIN, S., PATON, I. R., GRIFFIN, D. K. & BURT,
D. W. 2008. Evolution of the chicken Toll-like receptor gene family: a
story of gene gain and gene loss. BMC Genomics, 9, 62.

THATTE, J., RATH, S. & BAL, V. 1993. Immunization with live versus killed
Salmonella typhimurium leads to the generation of an IFN-gamma-



Chapter 8 Bibliography

220

dominant versus an IL-4-dominant immune response. Int Immunol, 5,
1431-6.

THOMSON, N. R., CLAYTON, D. J., WINDHORST, D., VERNIKOS, G.,
DAVIDSON, S., CHURCHER, C., QUAIL, M. A., STEVENS, M.,
JONES, M. A., WATSON, M., BARRON, A., LAYTON, A.,
PICKARD, D., KINGSLEY, R. A., BIGNELL, A., CLARK, L.,
HARRIS, B., ORMOND, D., ABDELLAH, Z., BROOKS, K.,
CHEREVACH, I., CHILLINGWORTH, T., WOODWARD, J.,
NORBERCZAK, H., LORD, A., ARROWSMITH, C., JAGELS, K.,
MOULE, S., MUNGALL, K., SANDERS, M., WHITEHEAD, S.,
CHABALGOITY, J. A., MASKELL, D., HUMPHREY, T.,
ROBERTS, M., BARROW, P. A., DOUGAN, G. & PARKHILL, J.
2008. Comparative genome analysis of Salmonella Enteritidis PT4 and
Salmonella Gallinarum 287/91 provides insights into evolutionary and
host adaptation pathways. Genome Res, 18, 1624-37.

THORNS, C. J. 2000. Bacterial food-borne zoonoses. Rev Sci Tech, 19, 226-
39.

THORNS, C. J., TURCOTTE, C., GEMMELL, C. G. & WOODWARD, M. J.
1996. Studies into the role of the SEF14 fimbrial antigen in the
pathogenesis of Salmonella enteritidis. Microb Pathog, 20, 235-46.

TOTEMEYER, S., FOSTER, N., KAISER, P., MASKELL, D. J. & BRYANT,
C. E. 2003. Toll-like receptor expression in C3H/HeN and C3H/HeJ
mice during Salmonella enterica serovar Typhimurium infection. Infect
Immun, 71, 6653-7.

TOTEMEYER, S., KAISER, P., MASKELL, D. J. & BRYANT, C. E. 2005.
Sublethal infection of C57BL/6 mice with Salmonella enterica Serovar
Typhimurium leads to an increase in levels of Toll-like receptor 1
(TLR1), TLR2, and TLR9 mRNA as well as a decrease in levels of
TLR6 mRNA in infected organs. Infect Immun, 73, 1873-8.

TOTEMEYER, S., SHEPPARD, M., LLOYD, A., ROPER, D., DOWSON, C.,
UNDERHILL, D., MURRAY, P., MASKELL, D. & BRYANT, C.
2006. IFN-gamma enhances production of nitric oxide from
macrophages via a mechanism that depends on nucleotide
oligomerization domain-2. J Immunol, 176, 4804-10.

TURNER, A. K., LOVELL, M. A., HULME, S. D., ZHANG-BARBER, L. &
BARROW, P. A. 1998. Identification of Salmonella typhimurium genes
required for colonization of the chicken alimentary tract and for
virulence in newly hatched chicks. Infect Immun, 66, 2099-106.

UCHIYA, K., GROISMAN, E. A. & NIKAI, T. 2004. Involvement of
Salmonella pathogenicity island 2 in the up-regulation of interleukin-10
expression in macrophages: role of protein kinase A signal pathway.
Infect Immun, 72, 1964-73.

UZZAU, S., BROWN, D. J., WALLIS, T., RUBINO, S., LEORI, G.,
BERNARD, S., CASADESUS, J., PLATT, D. J. & OLSEN, J. E. 2000.
Host adapted serotypes of Salmonella enterica. Epidemiol Infect, 125,
229-55.

VAN ASTEN, F. J., HENDRIKS, H. G., KONINKX, J. F. & VAN DIJK, J. E.
2004. Flagella-mediated bacterial motility accelerates but is not
required for Salmonella serotype Enteritidis invasion of differentiated
Caco-2 cells. Int J Med Microbiol, 294, 395-9.



Chapter 8 Bibliography

221

VAN DER VELDEN, A. W., BAUMLER, A. J., TSOLIS, R. M. &
HEFFRON, F. 1998. Multiple fimbrial adhesins are required for full
virulence of Salmonella typhimurium in mice. Infect Immun, 66, 2803-
8.

VAN HOOREBEKE, S., VAN IMMERSEEL, F., DE VYLDER, J.,
DUCATELLE, R., HAESEBROUCK, F., PASMANS, F., DE KRUIF,
A. & DEWULF, J. 2010a. The age of production system and previous
Salmonella infections on-farm are risk factors for low-level Salmonella
infections in laying hen flocks. Poult Sci, 89, 1315-9.

VAN HOOREBEKE, S., VAN IMMERSEEL, F., HAESEBROUCK, F.,
DUCATELLE, R. & DEWULF, J. 2010b. The Influence of the
Housing System on Salmonella Infections in Laying Hens: A Review.
Zoonoses Public Health.

VAN HOOREBEKE, S., VAN IMMERSEEL, F., SCHULZ, J., HARTUNG,
J., HARISBERGER, M., BARCO, L., RICCI, A.,
THEODOROPOULOS, G., XYLOURI, E., DE VYLDER, J.,
DUCATELLE, R., HAESEBROUCK, F., PASMANS, F., DE KRUIF,
A. & DEWULF, J. 2009. Determination of the within and between
flock prevalence and identification of risk factors for Salmonella
infections in laying hen flocks housed in conventional and alternative
systems. Prev Vet Med.

VAN IMMERSEEL, F., BOYEN, F., GANTOIS, I., TIMBERMONT, L.,
BOHEZ, L., PASMANS, F., HAESEBROUCK, F. & DUCATELLE,
R. 2005a. Supplementation of coated butyric acid in the feed reduces
colonization and shedding of Salmonella in poultry. Poult Sci, 84,
1851-6.

VAN IMMERSEEL, F., DE BUCK, J., DE SMET, I., MAST, J.,
HAESEBROUCK, F. & DUCATELLE, R. 2002a. Dynamics of
immune cell infiltration in the caecal lamina propria of chickens after
neonatal infection with a Salmonella enteritidis strain. Dev Comp
Immunol, 26, 355-64.

VAN IMMERSEEL, F., DE BUCK, J., DE SMET, I., MAST, J.,
HAESEBROUCK, F. & DUCATELLE, R. 2002b. The effect of
vaccination with a Salmonella enteritidis aroA mutant on early cellular
responses in caecal lamina propria of newly-hatched chickens. Vaccine,
20, 3034-41.

VAN IMMERSEEL, F., DE BUCK, J., DE SMET, I., PASMANS, F.,
HAESEBROUCK, F. & DUCATELLE, R. 2004a. Interactions of
butyric acid- and acetic acid-treated Salmonella with chicken primary
cecal epithelial cells in vitro. Avian Dis, 48, 384-91.

VAN IMMERSEEL, F., DE BUCK, J., PASMANS, F., BOHEZ, L., BOYEN,
F., HAESEBROUCK, F. & DUCATELLE, R. 2004b. Intermittent
long-term shedding and induction of carrier birds after infection of
chickens early posthatch with a low or high dose of Salmonella
enteritidis. Poult Sci, 83, 1911-6.

VAN IMMERSEEL, F., DE BUCK, J., PASMANS, F., VELGE, P.,
BOTTREAU, E., FIEVEZ, V., HAESEBROUCK, F. & DUCATELLE,
R. 2003. Invasion of Salmonella enteritidis in avian intestinal epithelial
cells in vitro is influenced by short-chain fatty acids. Int J Food
Microbiol, 85, 237-48.



Chapter 8 Bibliography

222

VAN IMMERSEEL, F., FIEVEZ, V., DE BUCK, J., PASMANS, F.,
MARTEL, A., HAESEBROUCK, F. & DUCATELLE, R. 2004c.
Microencapsulated short-chain fatty acids in feed modify colonization
and invasion early after infection with Salmonella enteritidis in young
chickens. Poult Sci, 83, 69-74.

VAN IMMERSEEL, F., METHNER, U., RYCHLIK, I., NAGY, B., VELGE,
P., MARTIN, G., FOSTER, N., DUCATELLE, R. & BARROW, P. A.
2005b. Vaccination and early protection against non-host-specific
Salmonella serotypes in poultry: exploitation of innate immunity and
microbial activity. Epidemiol Infect, 133, 959-78.

VAN IMMERSEEL, F., RUSSELL, J. B., FLYTHE, M. D., GANTOIS, I.,
TIMBERMONT, L., PASMANS, F., HAESEBROUCK, F. &
DUCATELLE, R. 2006. The use of organic acids to combat Salmonella
in poultry: a mechanistic explanation of the efficacy. Avian Pathol, 35,
182-8.

VAZQUEZ-TORRES, A. & FANG, F. C. 2001a. Oxygen-dependent anti-
Salmonella activity of macrophages. Trends Microbiol, 9, 29-33.

VAZQUEZ-TORRES, A. & FANG, F. C. 2001b. Salmonella evasion of the
NADPH phagocyte oxidase. Microbes Infect, 3, 1313-20.

VAZQUEZ-TORRES, A., JONES-CARSON, J., BAUMLER, A. J.,
FALKOW, S., VALDIVIA, R., BROWN, W., LE, M., BERGGREN,
R., PARKS, W. T. & FANG, F. C. 1999. Extraintestinal dissemination
of Salmonella by CD18-expressing phagocytes. Nature, 401, 804-8.

VAZQUEZ-TORRES, A., STEVANIN, T., JONES-CARSON, J., CASTOR,
M., READ, R. C. & FANG, F. C. 2008. Analysis of nitric oxide-
dependent antimicrobial actions in macrophages and mice. Methods
Enzymol, 437, 521-38.

VIJAY-KUMAR, M., WU, H., JONES, R., GRANT, G., BABBIN, B., KING,
T. P., KELLY, D., GEWIRTZ, A. T. & NEISH, A. S. 2006. Flagellin
suppresses epithelial apoptosis and limits disease during enteric
infection. Am J Pathol, 169, 1686-700.

VOETSCH, A. C., VAN GILDER, T. J., ANGULO, F. J., FARLEY, M. M.,
SHALLOW, S., MARCUS, R., CIESLAK, P. R., DENEEN, V. C. &
TAUXE, R. V. 2004. FoodNet estimate of the burden of illness caused
by nontyphoidal Salmonella infections in the United States. Clin Infect
Dis, 38 Suppl 3, S127-34.

VOGEL, S. N., JOHNSON, D., PERERA, P. Y., MEDVEDEV, A.,
LARIVIERE, L., QURESHI, S. T. & MALO, D. 1999. Cutting edge:
functional characterization of the effect of the C3H/HeJ defect in mice
that lack an Lpsn gene: in vivo evidence for a dominant negative
mutation. J Immunol, 162, 5666-70.

VOLF, J., HAVLICKOVA, H., HRADECKA, H., ONDRACKOVA, P.,
MATIASOVIC, J., FALDYNA, M. & RYCHLIK, I. 2010.
Epidemiology and interaction of Salmonella enterica serovar Derby,
Infantis and Typhimurium with porcine alveolar macrophages. Vet
Microbiol, 146, 105-10.

WALLIS, T. S. & GALYOV, E. E. 2000. Molecular basis of Salmonella-
induced enteritis. Mol Microbiol, 36, 997-1005.

WANG, J., ADELSON, D. L., YILMAZ, A., SZE, S. H., JIN, Y. & ZHU, J. J.
2005. Genomic organization, annotation, and ligand-receptor inferences



Chapter 8 Bibliography

223

of chicken chemokines and chemokine receptor genes based on
comparative genomics. BMC Genomics, 6, 45.

WEENING, E. H., BARKER, J. D., LAARAKKER, M. C., HUMPHRIES, A.
D., TSOLIS, R. M. & BAUMLER, A. J. 2005. The Salmonella enterica
serotype Typhimurium lpf, bcf, stb, stc, std, and sth fimbrial operons
are required for intestinal persistence in mice. Infect Immun, 73, 3358-
66.

WEINING, K. C., SICK, C., KASPERS, B. & STAEHELI, P. 1998. A chicken
homolog of mammalian interleukin-1 beta: cDNA cloning and
purification of active recombinant protein. Eur J Biochem, 258, 994-
1000.

WESTRELL, T., CIAMPA, N., BOELAERT, F., HELWIGH, B.,
KORSGAARD, H., CHRIEL, M., AMMON, A. & MAKELA, P. 2009.
Zoonotic infections in Europe in 2007: a summary of the EFSA-ECDC
annual report. Euro Surveill, 14.

WIGLEY, P. 2004. Genetic resistance to Salmonella infection in domestic
animals. Res Vet Sci, 76, 165-9.

WIGLEY, P., BERCHIERI, A., JR., PAGE, K. L., SMITH, A. L. &
BARROW, P. A. 2001. Salmonella enterica serovar Pullorum persists
in splenic macrophages and in the reproductive tract during persistent,
disease-free carriage in chickens. Infect Immun, 69, 7873-9.

WIGLEY, P., HULME, S., ROTHWELL, L., BUMSTEAD, N., KAISER, P.
& BARROW, P. 2006. Macrophages isolated from chickens genetically
resistant or susceptible to systemic salmonellosis show magnitudinal
and temporal differential expression of cytokines and chemokines
following Salmonella enterica challenge. Infect Immun, 74, 1425-30.

WIGLEY, P., HULME, S. D., BUMSTEAD, N. & BARROW, P. A. 2002a. In
vivo and in vitro studies of genetic resistance to systemic salmonellosis
in the chicken encoded by the SAL1 locus. Microbes Infect, 4, 1111-20.

WIGLEY, P., HULME, S. D., POWERS, C., BEAL, R. K., BERCHIERI, A.,
JR., SMITH, A. & BARROW, P. 2005. Infection of the reproductive
tract and eggs with Salmonella enterica serovar pullorum in the chicken
is associated with suppression of cellular immunity at sexual maturity.
Infect Immun, 73, 2986-90.

WIGLEY, P., JONES, M. A. & BARROW, P. A. 2002b. Salmonella enterica
serovar Pullorum requires the Salmonella pathogenicity island 2 type
III secretion system for virulence and carriage in the chicken. Avian
Pathol, 31, 501-6.

WIGLEY, P. & KAISER, P. 2003. Avian Cytokines in Health and Disease.
Brazilian Journal of Poultry Science, 5, 1-14.

WIJBURG, O. L., UREN, T. K., SIMPFENDORFER, K., JOHANSEN, F. E.,
BRANDTZAEG, P. & STRUGNELL, R. A. 2006. Innate secretory
antibodies protect against natural Salmonella typhimurium infection. J
Exp Med, 203, 21-6.

WILKINS, M. J., BIDOL, S. A., BOULTON, M. L., STOBIERSKI, M. G.,
MASSEY, J. P. & ROBINSON-DUNN, B. 2002. Human salmonellosis
associated with young poultry from a contaminated hatchery in
Michigan and the resulting public health interventions, 1999 and 2000.
Epidemiol Infect, 129, 19-27.



Chapter 8 Bibliography

224

WILSON, I. G., WILSON, T. S. & WEATHERUP, S. T. 1996. Salmonella in
retail poultry in Northern Ireland. Commun Dis Rep CDR Rev, 6, R64-
6.

WISNER, A. L., DESIN, T. S., KOCH, B., LAM, P. K., BERBEROV, E. M.,
MICKAEL, C. S., POTTER, A. A. & KOSTER, W. 2010. Salmonella
enterica subspecies enterica serovar Enteritidis Salmonella
pathogenicity island 2 type III secretion system: role in intestinal
colonization of chickens and systemic spread. Microbiology, 156, 2770-
81.

WITHANAGE, G. S., KAISER, P., WIGLEY, P., POWERS, C.,
MASTROENI, P., BROOKS, H., BARROW, P., SMITH, A.,
MASKELL, D. & MCCONNELL, I. 2004. Rapid expression of
chemokines and proinflammatory cytokines in newly hatched chickens
infected with Salmonella enterica serovar typhimurium. Infect Immun,
72, 2152-9.

WITHANAGE, G. S., MASTROENI, P., BROOKS, H. J., MASKELL, D. J. &
MCCONNELL, I. 2005a. Oxidative and nitrosative responses of the
chicken macrophage cell line MQ-NCSU to experimental Salmonella
infection. Br Poult Sci, 46, 261-7.

WITHANAGE, G. S., SASAI, K., FUKATA, T., MIYAMOTO, T., BABA, E.
& LILLEHOJ, H. S. 1998. T lymphocytes, B lymphocytes, and
macrophages in the ovaries and oviducts of laying hens experimentally
infected with Salmonella enteritidis. Vet Immunol Immunopathol, 66,
173-84.

WITHANAGE, G. S., SASAI, K., FUKATA, T., MIYAMOTO, T.,
LILLEHOJ, H. S. & BABA, E. 2003. Increased lymphocyte
subpopulations and macrophages in the ovaries and oviducts of laying
hens infected with Salmonella enterica serovar Enteritidis. Avian
Pathol, 32, 583-90.

WITHANAGE, G. S., WIGLEY, P., KAISER, P., MASTROENI, P.,
BROOKS, H., POWERS, C., BEAL, R., BARROW, P., MASKELL,
D. & MCCONNELL, I. 2005b. Cytokine and chemokine responses
associated with clearance of a primary Salmonella enterica serovar
Typhimurium infection in the chicken and in protective immunity to
rechallenge. Infect Immun, 73, 5173-82.

WOOD, M. W., JONES, M. A., WATSON, P. R., SIBER, A. M.,
MCCORMICK, B. A., HEDGES, S., ROSQVIST, R., WALLIS, T. S.
& GALYOV, E. E. 2000. The secreted effector protein of Salmonella
dublin, SopA, is translocated into eukaryotic cells and influences the
induction of enteritis. Cell Microbiol, 2, 293-303.

WRIGHT, J. A., TOTEMEYER, S. S., HAUTEFORT, I., APPIA-AYME, C.,
ALSTON, M., DANINO, V., PATERSON, G. K., MASTROENI, P.,
MENAGER, N., ROLFE, M., THOMPSON, A., UGRINOVIC, S.,
SAIT, L., HUMPHREY, T., NORTHEN, H., PETERS, S. E.,
MASKELL, D. J., HINTON, J. C. & BRYANT, C. E. 2009. Multiple
redundant stress resistance mechanisms are induced in Salmonella
enterica serovar Typhimurium in response to alteration of the
intracellular environment via TLR4 signalling. Microbiology, 155,
2919-29.



Chapter 8 Bibliography

225

WYANT, T. L., TANNER, M. K. & SZTEIN, M. B. 1999. Salmonella typhi
flagella are potent inducers of proinflammatory cytokine secretion by
human monocytes. Infect Immun, 67, 3619-24.

XIE, H., RAYBOURNE, R. B., BABU, U. S., LILLEHOJ, H. S. &
HECKERT, R. A. 2003. CpG-induced immunomodulation and
intracellular bacterial killing in a chicken macrophage cell line. Dev
Comp Immunol, 27, 823-34.

YAMAMOTO, Y., KLEIN, T. W. & FRIEDMAN, H. 1996. Induction of
cytokine granulocyte-macrophage colony-stimulating factor and
chemokine macrophage inflammatory protein 2 mRNAs in
macrophages by Legionella pneumophila or Salmonella typhimurium
attachment requires different ligand-receptor systems. Infect Immun, 64,
3062-8.

YASUDA, M., TANAKA, S., ARAKAWA, H., TAURA, Y., YOKOMIZO, Y.
& EKINO, S. 2002. A comparative study of gut-associated lymphoid
tissue in calf and chicken. Anat Rec, 266, 207-17.

YE, Z., PETROF, E. O., BOONE, D., CLAUD, E. C. & SUN, J. 2007.
Salmonella effector AvrA regulation of colonic epithelial cell
inflammation by deubiquitination. Am J Pathol, 171, 882-92.

ZAIDI, M. B., MCDERMOTT, P. F., FEDORKA-CRAY, P., LEON, V.,
CANCHE, C., HUBERT, S. K., ABBOTT, J., LEON, M., ZHAO, S.,
HEADRICK, M. & TOLLEFSON, L. 2006. Nontyphoidal Salmonella
from human clinical cases, asymptomatic children, and raw retail meats
in Yucatan, Mexico. Clin Infect Dis, 42, 21-8.

ZENG, H., CARLSON, A. Q., GUO, Y., YU, Y., COLLIER-HYAMS, L. S.,
MADARA, J. L., GEWIRTZ, A. T. & NEISH, A. S. 2003. Flagellin is
the major proinflammatory determinant of enteropathogenic
Salmonella. J Immunol, 171, 3668-74.

ZHANG-BARBER, L., TURNER, A. K. & BARROW, P. A. 1999.
Vaccination for control of Salmonella in poultry. Vaccine, 17, 2538-45.

ZHANG, S., ADAMS, L. G., NUNES, J., KHARE, S., TSOLIS, R. M. &
BAUMLER, A. J. 2003. Secreted effector proteins of Salmonella
enterica serotype typhimurium elicit host-specific chemokine profiles in
animal models of typhoid fever and enterocolitis. Infect Immun, 71,
4795-803.

ZHANG, S., LILLEHOJ, H. S., KIM, C. H., KEELER, C. L., JR., BABU, U.
& ZHANG, M. Z. 2008. Transcriptional response of chicken
macrophages to Salmonella enterica serovar enteritidis infection. Dev
Biol (Basel), 132, 141-51.


